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Semi-Automated Optical Heart Beat Analysis 
(SOHA)























































































































































Figure 2.1. Starvation-selected hearts are dilated and less contractile than their unselected 
controls. (A) Heart parameters measured by semi-automated optical heartbeat analysis (SOHA), 
showed that the S populations have higher systolic diameter (p<0.05), trending but not statistically 
significantly higher diastolic diameter (p>0.06), lower fractional shortening (p<0.03) and no difference in 
heart period (p>0.86) compared to the F populations. Nested ANOVA, N=57-74 (B) Heart parameters 
measured from optical coherence tomography (OCT) largely agreed with SOHA as S populations showed 
higher systolic diameter (p<3.3x10-3), higher diastolic diameter (p<5.1x10-3), lower fractional shortening 
(p<6.8x10-4) and no difference in heart period (p>0.14). Nested ANOVA, N=42-68. Representative M-
modes where the Y-axis is a 1 pixel width slice of the original video viewed over time (x-axis) in either (C) 
SOHA or (D) OCT demonstrate a S heart which is dilated and less contractile than the F controls.91#
Figure 2.2. Starvation-selected Drosophila show no difference in contraction intervals or 
arrhythmia index. The S populations showed no difference in (A) Arrhythmia Index (p>0.21) (B) Diastolic 





































































Figure 2.3. Fat body physically interferes with the 
starvation-selected heart. (A) Longitudinal histological 
sections (H&E stain). The asterisk indicates the lumen of 
the conical chamber of the heart, “T” indicates location 
of the thorax and the red arrows point to fat body 
deposits. Normal sections (left panel) show the heart 
closely associated with the dorsal cuticle. Moderate 
sections (center panel) have small deposits of fat body 
between the dorsal cuticle and heart. Severe sections 
(right panel) have large fat body deposits between the 
heart and dorsal cuticle. (B) Starvation-selected lines 
have higher instance of Moderate and Severe 
phenotypes (p<0.02). Fisher’s Exact Test (Freeman-
Halton Extension), N=13.  
























Eclosion Rescue (11 D.O. Adults)
Non-caloric AgarStandard Cornmeal Medium
4 D.O Adults




















































Group; Weighted Means (Spreadsheet1)  Current eff ct: F(1, --)=.19695, p=.68 14  Type III decomposition







































































































































Figure 2.4. The heart phenotype can be partially rescued through a week-long diet (A) Experimental 
design: A cohort of the starvation-selected lines were made lean (“SR” Group) by a week-long diet of 1% 
non-caloric agar. (B) The diet significantly reduced total TG’s compared to the age-matched S control 
lines (p<1.2x10-10, N=24) and were non-significantly different from the F lines. Results from SOHA 
showed SR populations had correlated improvements in (C) systolic and (D) diastolic diameters as well 
as (E) improved fractional shortening as compared to the S populations. (p<1.6x10-4, p<0.04 and 
p<1.4x10-4, respectively, N=45-46). OCT measurements showed SR populations had correlated 
improvements in (F) systolic and (G) diastolic diameters as well as (H) improved fractional shortening as 
compared to the S populations. (p<3.3x10-4, p<1.5x10-11 and p<2.1x10-3, respectively, N=44-45). Differing 
letters ‘a’, ’b’ and ‘c’ denote significant differences between groups (p<0.05). Pairwise nested ANOVAs (F 



















Semi-Automated Optical Heart Beat Analysis (SOHA)











































Non-caloric AgarStandard Cornmeal Medium
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Group; Weighted Means (Spreadsheet1)  Current eff ct: F(1, --)=.19695, p=.68 14  Type III decomposition





















Figure 2.5. The heart phenotype can be partially rescued by removing nutrient sources during 
extended larval development in the S lines. (A) Experimental design: S flies are deprived of nutrients 
during their extended larval feeding period. This standardizes their nutrient availability to that of the F 
lines leading to (B) reduced total TG/fly in the rescued S (SR) populations (p<2.0x10-7). Nested ANOVA, 
N=18. (C) The treatment did not affect diastolic diameter (p>0.87), however (D) systolic diameter was 
significantly reduced in the S populations (p<0.04) leading to (E) an overall improvement in contractility 
as measured through fractional shortening (p<1.1x10-4). Pairwise nested ANOVA, N=53-58. Differing 









































































































Figure 2.6. Starvation Selected Lines resist ectopic lipid storage in the heart. (A) The S populations 
store higher whole body levels of TGs than the F populations (p<0.03, standardized to total protein). 
Nested ANOVA, N=24. (B) The excess lipids in the S populations are not ectopically stored within the 
heart (p>0.84, standardized to total heart protein). Nested ANOVA, N=9). (C) We then screened for 
disrupted myofibrils in our populations. Normal circumferential fibers (Top Panel) are oriented vertically, 
perpendicular to the heart tube. Disrupted fibers (Lower Panel) have gaps between these fibers. (D) We 
found low levels of disruption in both F and S populations, however no difference between selection 
treatments (p>0.21). Fisher’s Exact Test, N=25-32. (E) We stained the lipid droplets of the adult fat body 
in the F and S populations with Nile Red. (F) The 2-dimensional area per lipid droplet was on average 
























































Figure 2.7. Whole Body TG and Total Protein Levels. (A) 
The S populations have higher levels of whole body TG than 
F populations (p<0.02). (B) There were no differences in 
whole body protein levels between the S and F populations 
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AA B CB C
Figure 3.1 Selection regime, phylogeny 
and evolutionary history of the selected 
populations. (A) Each generation the 
starvation-selected populations SA-C were 
starved until 80-90% had died. The survivors 
were used as founders for the subsequent 
generation. At the same time the fed control 
populations FA-C were handled in parallel 
and fed ad libitum. The visible differences 
between FA-C  and SA-C as 4-5 day old adults 
demonstrate some of the evolved 
characteristics. (B) Detailed phylogeny and 
evolutionary history of the starvation-
selected lines. Axis to the right displays the 
number of generations and year. Black lines 
represent the starvation-selection 
experiment studied here. To date, the 
starvation-selection experiment has been 
running for over 100 generations, however 
sequence data was collected at generation 
83. 
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Figure 3.2 Genetic heterogeneity in the starvation-selected replicates. (A-C) Principal Component 
Analysis (PCA) plots of the first 3 components, which explain ~88% of the variation in reference allele 
frequency between the populations. Dark grey circles represent populations SA-C while the light grey 
circles represent FA-C. FA-C cluster together and are separated from the S populations. The SA population 
appears to cluster independently from SB-C. (D) Pairwise Pearson Product Moment Correlation Analysis 





Figure 3.3 Differences in starvation resistance between the starvation-selected populations match 
patterns of genetic heterogeneity. The SA population is significantly better at surviving starvation than 
the SB and SC populations for both (A) Females and (B) Males. Different letters signify statistically 

























































































































Figure 3.4 Genome-wide heterozygosity. (A-C) Genome-wide sliding window heterozygosity plots 
(100kb window, with 2kb steps). SA-C (red) display many regional declines in heterozygosity, while FA-C 
(black) heterozygosity remains stable. This results in (D) lower mean heterozygosity per 100kb block and 
(E) increased levels of variance in the selected lines. Different letters signify statistically different groups 


















































































































































Figure 3.5 Selective sweeps are large and inconsistent in the starvation-selected populations 
(A) SA-C have many extended regions of low heterozygosity approaching fixation (2pq<0.05), (B) which 
average ~300kb in size but range from ~100 to 2000kb. (C) The large contiguous blocks of heterozygosity 
are inconsistent across replicates. On the “All” horizontal axis are the 4 regions of overlap across the S 
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Figure 3.6 Filtering for genetic drift. (A) Effective population size was estimated from the data using 
Equation 2, plotted here as a function of the starting allele frequency. (B) Posterior density distribution of 
post-drift allele frequency for each starting allele frequency in {0.01, 0.02 … 0.50}. These distribution were 
obtained using Kimura’s diffusion equation. (C) Histogram, showing the 1.0 x 107 values of absolute 
difference in allele frequency obtained from simulating 2 populations under drift. The 99.999% quantile of 
each distribution became the Drift Threshold. (D) Relationship between the starting allele frequency and 
the Drift Threshold for autosomes (black) and the X chromosome (red).
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Figure 3.7 Candidate loci (A-C) Absolute difference in allele frequency between the replicate F-S pairs. 
Red points indicate SNPs whose absolute difference in allele frequency is greater than the Drift 
Threshold, making them consistent with selection. The loci in black could not be distinguished from drift.
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Gene Ontology Enrichment Categories
Figure 3.8 Mapping candidate loci to genetic features and biological processes. (A) The S 
populations had nearly identical distribution of SNPs in different genomic elements. (B) Selection targeted 





Table 3.1 Gene Ontology Enrichments
GO Terms GO Accession p
Top 10 Categories
anatomical structure morphogenesis GO:0009653 1.5E-36
organ development GO:0048513 4.8E-34
organ morphogenesis GO:0009887 1.1E-30
single-multicellular organism process GO:0044707 5.4E-29
system development GO:0048731 8.7E-29
post-embryonic organ development GO:0048569 4.1E-27
multicellular organismal development GO:0007275 7.1E-27
neuron differentiation GO:0030182 7.2E-27
biological regulation GO:0065007 1.2E-26
cell development GO:0048468 1.6E-26




female gamete generation GO:0007292 3.2E-11
regulation of metabolic process GO:0019222 4.1E-08
heart development GO:0007507 1.8E-06
ovarian follicle cell migration GO:0007297 4.1E-05
regulation of circadian sleep/wake cycle GO:0042749 1.7E-03
sleep GO:0030431 3.8E-03
positive regulation of macromolecule biosynthetic process GO:0010557 3.9E-03
Table 3.2 Human Disease Enrichment for Ortholos of Starvation-selected Genes
OMIM Disease Category p
myopathy 2.0E-03
cardiomyopathy 3.7E-03






Figure 9 Starvation-selection candidates in the insulin and adipokinetic hormone pathways
Gene Symbol Class Accession
Insulin Receptor InR Receptor FBgn0283499
chico chico Signal Transduction FBgn0024248
shaggy sgg Kinase FBgn0003371
happyhour hppy Kinase FBgn0263395
AMPK-γ subunit SNF4Aγ Kinase FBgn0264357
Sestrin Sesn Stress Response FBgn0034897
Salt-inducible kinase 2 Sik2 Kinase FBgn0025625
CREB-regulated transcription coactivator Crtc Transcriptional co-activator FBgn0036746
G protein a q subunit Gaq G-protein FBgn0004435
Phospholipase C at 21C Plc21C Phopholipase C FBgn0004611
no receptor potential A norpA Phopholipase C FBgn0262738
Adipokinetic Hormore Receptor AkhR Receptor FBgn0025595
Adenylyl cyclase 76E Ac76E Adenylyl Cyclase FBgn0004852
rutabaga rut Adenylyl Cyclase FBgn0003301
Adenylyl cyclase 13E Ac13E Adenylyl Cyclase FBgn0022710
CG43373 CG43373 Adenylyl Cyclase FBgn0263131
olf186-F olf186-F Ca2+ channel protein FBgn0041585
Lipid storage droplet-1 Lsd-1 Perilipin FBgn0039114
Protein Phosphatase 2C Pp2C1 Phoshpatase FBgn0022768
Pde1c Pde1c cAMP Phosphodiesterase FBgn0264815
Phosphodiesterase 6 Pde6 cNMP Phosphodiesterase FBgn0038237
Phosphodiesterase 8 Pde8 cAMP Phosphodiesterase FBgn0266377
Phosphodiesterase 9 Pde9 cGMP Phosphodiesterase FBgn0259171
Phosphodiesterase 11 Pde11 cAMP Phosphodiesterase FBgn0085370
dunce dnc cAMP Phosphodiesterase FBgn0000479
Insulin-like peptide 6 Ilp6 Peptide hormone FBgn0044047151$









































































































































Treatment Fed Control (F)
Development 3rd Instar White Prepupa
Population A CB A CB
Biological
Replicate 1 2 1 2 1 2 1 2 1 2 1 2
Starvation-selected (S)
3rd Instar White Prepupa
A CB A CB
1 2 1 2 1 2 1 2 1 2 1 2
Figure 4.1. Experimental design. This diagram is an overview of the experimental design 
implemented in this study. Briefly, there were two laboratory selection treatments, the Fed Controls (F) 
and Starvation-selected (S). Each was sampled at two developmental timepoints, near the end of 3rd 
instar (3IN) or as a white prepupa (WPP). Each selection treatment has 3 evolutionary replicate 
populations (A, B and C). From each population, we sampled 2 pools of 15-25 dissected fat bodies. 
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Figure 4.2. Principal Component Analysis of gene expression across all 24 populations. We 
plotted the first 2 principal components, which explain a combined ~96% of the variation in gene 
expression between populations. The colors represent the different selective treatments (Fed Control, 
F or Starvation-selected, S) at the different developmental timepoints (3IN, 3rd Instar or WPP, White 
prepua). The letters “A”,”B” and “C” signify the different replicate populations from the original selection 
experiment. Each group has 2 biological replicates from each population, which are both simply 















3rd Instar White Prepupa




































































Figure 4.3. Pearson Product Moment Correlation in gene expression between groups. (A) Pairwise 
correlation diagram, where darker boxes signify a higher degree of correlation in gene expression between 
groups. (B) Average correlation of samples within and across major groups. Different letters signify significant 















Table 4.1. Top 10 Up- and Downregulated Genes With a Significant Development Effect
Upregulated      
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
Eig71Eh FBgn0014848 9.67 6.12E-07
CG8329 FBgn0036022 8.31 2.20E-04
Eig71Ei FBgn0014849 8.18 2.42E-07
CG33998 FBgn0053998 7.76 2.63E-13
Eig71Ef FBgn0004593 7.65 8.36E-12
CG18179 FBgn0036023 6.98 7.14E-07
CG43082 FBgn0262528 6.67 1.01E-06
CG42717 FBgn0261634 6.60 4.06E-11
CG45081 FBgn0266456 6.48 3.05E-11
CG31954 FBgn0051954 6.35 1.47E-04
Downregulated    
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
Sgs3 FBgn0003373 -8.25 1.07E-16
mag FBgn0036996 -7.91 1.10E-05
Sgs1 FBgn0003372 -7.74 1.43E-11
CG14850 FBgn0038239 -7.74 4.09E-03
Jon74E FBgn0023197 -7.49 2.77E-07
Sgs4 FBgn0003374 -7.45 1.03E-12
Npc2c FBgn0037783 -7.31 2.59E-03
CG31698 FBgn0051698 -7.17 7.49E-08
CG13460 FBgn0036471 -7.08 5.75E-06
CG15404 FBgn0031512 -7.08 1.71E-09
Table 4.2. Protein Domain Enrichment for Genes With a Significant Development Effect 
Upregulated      
Domain adj p # of Genes Accession
Insect protein of unknown function 3.27E-07 9 IPR003475
Downregulated    
Domain adj p # of Genes Accession
Cytochrome P450, conserved site 1.88E-06 27 IPR017972
Cytochrome P450 2.07E-05 27 IPR001128
Cytochrome P450, E-class, group I 5.32E-04 23 IPR002401
Peptidase M13 9.63E-03 12 IPR000718
Immunoglobulin E-set 2.18E-02 19 IPR014756
188$
Table 4.3. Gene Ontology Enrichment for Genes With a Significant Development Effect 
Upregulated      
GO Category Adjusted p-value # of Genes Accession
defense response 1.50E-04 42 GO:0006952
response to bacterium 4.44E-04 30 GO:0009617
proteolysis 1.10E-02 65 GO:0006508
Downregulated
GO Category Adjusted p-value Accession
protein targeting to membrane 2.05E-06 15 GO:0006612
single-organism transport 2.57E-05 190 GO:0044765
system development 4.86E-05 269 GO:0048731
ribosome biogenesis 1.34E-04 25 GO:0042254
hemolymph coagulation 2.94E-04 9 GO:0042381
neurogenesis 3.28E-04 179 GO:0022008
protein localization to endoplasmic reticulum 1.94E-03 11 GO:0070972
cellular response to external stimulus 2.45E-03 27 GO:0071496
response to starvation 2.60E-02 32 GO:0042594
rRNA metabolic process 4.68E-02 15 GO:0016072
189$
Table 4.4. Pathway Enrichment for Genes with a Significant Development Effect
Upregulated    
Pathway adj p # of Genes
Proteasome 1.40E-04 13
Dectin-1 mediated noncanonical NF-kB signaling 5.76E-04 14
NIK-->noncanonical NF-kB signaling 5.76E-04 14
Cross-presentation of soluble exogenous antigens (endosomes) 1.10E-03 12
AUF1 (hnRNP D0) binds and destabilizes mRNA 1.38E-03 12
Regulation of ornithine decarboxylase (ODC) 2.15E-03 12
Degradation of GLI1 by the proteasome 2.15E-03 12
SCF-beta-TrCP mediated degradation of Emi1 2.97E-03 13
Antigen processing: Ubiquitination & Proteasome degradation 2.97E-03 13
CDK-mediated phosphorylation and removal of Cdc6 3.25E-03 12
Regulation of RAS by GAPs 3.97E-03 12
Ubiquitin-dependent degradation of Cyclin D1 3.97E-03 12
Activation of NF-kappaB in B cells 4.25E-03 13
FCERI mediated NF-kB activation 5.06E-03 13
Degradation of AXIN 5.84E-03 12
Ubiquitin Mediated Degradation of Phosphorylated Cdc25A 5.84E-03 12
CLEC7A (Dectin-1) signaling 6.00E-03 13
Asymmetric localization of PCP proteins 7.02E-03 12
Degradation of DVL 7.02E-03 12
Downstream TCR signaling 7.08E-03 13
Hedgehog ligand biogenesis 1.01E-02 12
GLI3 is processed to GLI3R by the proteasome 1.15E-02 13
Degradation of beta-catenin by the destruction complex 2.12E-02 13
APC/C:Cdc20 mediated degradation of Securin 4.31E-02 12
Autodegradation of Cdh1 by Cdh1:APC/C 4.98E-02 12
Separation of Sister Chromatids 4.98E-02 12
Downregulated    
Domain adj p # of Genes
Protein processing in endoplasmic reticulum 3.40E-06 35
Ribosome biogenesis in eukaryotes 1.25E-03 24
Protein export 1.74E-02 10
190$
Table 4.5. Top 10 Up- and Downregulated Genes With a Significant Selection Effect and Non-
significant Development Effect
Top 10 Upregulated Genes    
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
CG10814 FBgn0033830 6.41 4.58E-16
CG14692 FBgn0037836 6.25 4.55E-08
CR45194 FBgn0266704 5.13 3.25E-17
inaD FBgn0001263 5.04 1.10E-02
LManVI FBgn0032069 5.03 1.84E-07
dpr4 FBgn0053512 4.79 4.29E-06
GstD2 FBgn0010038 4.35 1.43E-05
CG31326 FBgn0051326 4.28 1.18E-03
CR44077 FBgn0264886 4.22 2.12E-02
CR45469 FBgn0267025 3.91 2.41E-02
Top 10 Downregulated Genes  
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
Victoria FBgn0053117 -4.73 2.83E-05
CG10725 FBgn0036362 -3.75 2.41E-03
CG14357 FBgn0038204 -3.63 3.67E-02
CG7567 FBgn0039670 -3.48 3.03E-03
CG10405 FBgn0038431 -2.77 3.36E-03
TotC FBgn0044812 -2.32 3.61E-02
CG9509 FBgn0030594 -2.31 3.92E-04
CG34034 FBgn0054034 -2.20 3.09E-02
Ir76a FBgn0260874 -2.19 1.42E-05
CR43166 FBgn0262722 -2.14 6.80E-03


















Figure 4.4. Example Expression Profiles for Genes With a Significant Selection Effect and Non-
Significant Development Effect
Selection Upregulated, Development Constant Selection Downregulated, Development Constant
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Figure 4.5. Example Expression Profiles for Genes With a Significant Selection Effect and 
Significant Development Effect
Selection and Development Downregulated
Selection Upregulated, Development 
Downregulated
Table 4.6. Top 10 Up- and Downregulated Genes With a Significant Selection Effect and 
Downregulated Gene Expression in Response to Development
Top 10 Upregulated Genes    
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
Cyp4e3 FBgn0015035 3.95 3.97E-03
CG10073 FBgn0034440 2.14 6.90E-03
Cyp4ad1 FBgn0033292 2.12 2.16E-09
Cyp9b1 FBgn0015038 2.04 2.31E-04
cpx FBgn0041605 1.97 1.10E-02
CG15879 FBgn0035309 1.80 9.83E-04
GstE3 FBgn0063497 1.69 2.54E-02
CG4335 FBgn0038795 1.46 3.20E-02
sel FBgn0263260 1.44 1.83E-05
Cyp28a5 FBgn0028940 1.42 2.38E-02
Top 10 Downregulated Genes  
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
Muc96D FBgn0051439 -3.91 1.78E-02
lin-28 FBgn0035626 -3.57 6.45E-04
CG11313 FBgn0039798 -3.33 1.41E-08
CR44510 FBgn0265703 -3.10 4.55E-08
GstE7 FBgn0063493 -2.58 4.26E-04
mthl15 FBgn0051720 -2.10 7.12E-03
Gat FBgn0039915 -2.05 1.91E-07
CG34291 FBgn0085320 -1.84 2.37E-02
CG30463 FBgn0050463 -1.81 6.98E-03
clumsy FBgn0026255 -1.74 4.20E-02



















Figure 4.6. Example Expression Profiles for Genes With a Significant Selection Effect and 
Significant Development Effect
Selection and Development Upregulated
Selection Downregulated, Development 
Upregulated
Table 4.7. Top 10 Up- and Downregulated Genes With a Significant Selection Effect and 
Upregulated Gene Expression in Response to Development
Top 10 Upregulated Genes    
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
CG8299 FBgn0034052 4.39 6.09E-06
CG42711 FBgn0261628 2.42 2.29E-02
CG31777 FBgn0051777 2.13 3.97E-02
Tsp42Ed FBgn0029507 1.00 1.99E-02
PHGPx FBgn0035438 0.88 9.11E-03
CG11257 FBgn0034442 0.73 2.41E-02
Top 10 Downregulated Genes  
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
CG11406 FBgn0034990 -4.07 3.60E-02
PGRP-SB1 FBgn0043578 -3.84 4.86E-10
CG12133 FBgn0033469 -3.72 2.47E-03
CG30287 FBgn0050287 -2.85 1.94E-06
CG42876 FBgn0262150 -1.85 3.23E-02
CG30088 FBgn0050088 -1.66 3.14E-02
Rgk1 FBgn0264753 -1.48 2.17E-02
CG42817 FBgn0261999 -1.40 1.10E-02
Swip-1 FBgn0032731 -1.39 1.10E-02
Ppa FBgn0020257 -0.95 3.56E-02



















Table 4.8. Top 10 Up- and Downregulated Genes in S 3IN Compared to F 3IN
Upregulated      
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
CG5715 FBgn0039180 7.57 8.96E-20
CG14961 FBgn0035439 1.90 5.60E-04
ATPCL FBgn0020236 1.65 1.87E-11
iPLA2-VIA FBgn0036053 1.36 1.31E-06
Downregulated    
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
CG5084 FBgn0034288 -4.32 3.15E-04
CG5767 FBgn0034292 -3.88 3.03E-03
CG9682 FBgn0039760 -3.67 9.67E-04
CG31516 FBgn0051516 -3.50 1.01E-02
CG5770 FBgn0034291 -3.37 1.11E-02
Cda9 FBgn0034197 -3.12 2.70E-02
CG10140 FBgn0036363 -3.09 2.49E-03
obst-J FBgn0036940 -3.03 2.84E-02
hoe2 FBgn0031649 -2.85 4.05E-03
ETHR FBgn0038874 -2.73 2.93E-03
Table 4.9. Top 10 Up- and Downregulated Genes in F WPP Compared to F 3IN
Upregulated      
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
CG43133 FBgn0262607 2.53 8.74E-09
CG12194 FBgn0031636 2.08 4.81E-08
mAChR-B FBgn0037546 1.98 5.02E-03
CG9914 FBgn0030737 1.96 7.88E-07
Mctp FBgn0034389 1.92 1.99E-05
CG15145 FBgn0032649 1.87 1.71E-02
Mco1 FBgn0032116 1.72 1.54E-03
PIG-C FBgn0035435 1.26 1.25E-05
Acox57D-p FBgn0034628 1.20 2.22E-03
rdgBbeta FBgn0027872 0.91 2.02E-02
Downregulated    
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
Sgs7 FBgn0003377 -4.86 5.04E-07
MFS9 FBgn0038799 -4.70 6.38E-09
CG5084 FBgn0034288 -4.54 9.42E-06
hoe2 FBgn0031649 -4.42 7.54E-09
Lcp3 FBgn0002534 -4.32 4.69E-06
ETHR FBgn0038874 -4.25 9.46E-09
CG34279 FBgn0085308 -4.24 8.17E-06
CG5767 FBgn0034292 -3.89 2.96E-04
Sgs8 FBgn0003378 -3.78 2.90E-04
CG15068 FBgn0040733 -3.65 3.67E-05
194$
Table 4.10. Pathway Enrichment  for Differentially Expressed Genes in F WPP Compared to F 3IN
Upregulated    
Pathways adj p Genes
Proteasome 6.15E-03 4
Cross-presentation of soluble exogenous antigens (endosomes) 6.15E-03 4
AUF1 (hnRNP D0) binds and destabilizes mRNA 6.65E-03 4
Regulation of ornithine decarboxylase (ODC) 7.76E-03 4
Degradation of GLI1 by the proteasome 7.76E-03 4
CDK-mediated phosphorylation and removal of Cdc6 8.99E-03 4
Regulation of RAS by GAPs 9.66E-03 4
Ubiquitin-dependent degradation of Cyclin D1 9.66E-03 4
Degradation of AXIN 1.11E-02 4
Ubiquitin Mediated Degradation of Phosphorylated Cdc25A 1.11E-02 4
Asymmetric localization of PCP proteins 1.19E-02 4
Degradation of DVL 1.19E-02 4
Hedgehog ligand biogenesis 1.35E-02 4
SCF-beta-TrCP mediated degradation of Emi1 1.64E-02 4
Antigen processing: Ubiquitination & Proteasome degradation 1.64E-02 4
Dectin-1 mediated noncanonical NF-kB signaling 1.74E-02 4
NIK-->noncanonical NF-kB signaling 1.74E-02 4
Activation of NF-kappaB in B cells 1.85E-02 4
FCERI mediated NF-kB activation 1.96E-02 4
CLEC7A (Dectin-1) signaling 2.08E-02 4
Downstream TCR signaling 2.20E-02 4
APC/C:Cdc20 mediated degradation of Securin 2.33E-02 4
Autodegradation of Cdh1 by Cdh1:APC/C 2.46E-02 4
Separation of Sister Chromatids 2.46E-02 4
GLI3 is processed to GLI3R by the proteasome 2.59E-02 4
Orc1 removal from chromatin 2.89E-02 4
APC/C:Cdh1 mediated degradation of Cdc20 and other APC/C:Cdh1 targeted 
proteins in late mitosis/early G1 3.04E-02 4
Cdc20:Phospho-APC/C mediated degradation of Cyclin A 3.20E-02 4
Degradation of beta-catenin by the destruction complex 3.20E-02 4
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Figure 4.7. Physical Interaction Network of Genes Unregulated in S WPP compared to S 3IN
Table 4.11. Gene Ontology Enrichment for Genes in Physical Interaction Network (Figure 7)
Upregulated      
GO Category adj p # of Genes GO Accession
mitotic spindle organization 6.26E-03 10 GO:0007052
cytoskeleton organization 1.38E-02 16 GO:0007010
protein folding 2.15E-02 7 GO:0006457
microtubule-based process 2.83E-02 14 GO:0007017
single-organism organelle organization 4.78E-02 21 GO:1902589
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Table 4.12. Pathway Enrichment for Differentially Expressed Genes in S WPP compared to S 3IN
Upregulated    
Pathways Adjusted p-value # of Genes
Mitochondrial translation elongation 6.15E-03 15
Mitochondrial translation termination 6.15E-03 15
mRNA Splicing - Minor Pathway 6.65E-03 10
RNA degradation 7.76E-03 9
Table 4.13. Top 10 Up- and Downregulated Genes in S WPP compared to S 3IN
Upregulated      
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
CG9452 FBgn0036877 5.18 1.84E-09
Ag5r FBgn0015010 4.67 1.06E-09
CG10131 FBgn0033949 4.37 1.53E-07
MRE16 FBgn0267910 4.26 1.06E-08
CG14946 FBgn0032405 4.16 1.51E-11
CG9689 FBgn0030159 3.96 4.11E-08
CG44250 FBgn0265185 3.89 1.85E-07
CR43957 FBgn0264617 3.85 1.58E-08
Arpc3B FBgn0065032 3.82 4.10E-10
l(2)34Fc FBgn0261534 3.71 1.31E-06
Downregulated    
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
CG13795 FBgn0031937 -3.38 3.70E-26
CG5773 FBgn0034290 -2.99 2.44E-15
Adh FBgn0000055 -2.94 5.16E-07
Cyp28d1 FBgn0031689 -2.81 4.84E-17
ATPCL FBgn0020236 -2.58 1.02E-30
Ipod FBgn0030187 -2.40 7.55E-04
AMPdeam FBgn0052626 -2.13 5.09E-19
TwdlG FBgn0037225 -2.12 2.97E-02
CG14961 FBgn0035439 -1.89 4.35E-05
Hsc70-3 FBgn0001218 -1.79 1.88E-05
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Figure 4.8. Physical Interaction Network of Genes Unregulated in S WPP compared to F WPP
Table 4.14. Gene Ontology Enrichment for Genes in Physical Interaction Network (Figure 8)
Upregulated      
GO Category Adj. p-value # of Genes GO Accession
mitotic spindle organization 1.77E-03 11 GO:0007052
mRNA metabolic process 8.24E-03 12 GO:0016071
gene expression 1.21E-02 33 GO:0010467
microtubule-based process 1.84E-02 15 GO:0007017
single-organism organelle organization 1.93E-02 23 GO:1902589
cellular nitrogen compound metabolic process 3.25E-02 37 GO:0034641
protein folding 4.10E-02 7 GO:0006457
198$
Table 4.15. Pathway Enrichment for Differentially Expressed Genes in S WPP compared to F WPP
Upregulated    
Pathways Adjusted p-value # of Genes
Mitochondrial translation elongation 4.34E-05 15
Mitochondrial translation termination 6.61E-05 15
mRNA Splicing - Minor Pathway 4.62E-03 10
Table 4.16. Top 10 Up- and Downregulated Genes in S WPP Compared to F WPP
Upregulated      
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
CG5715 FBgn0039180 4.68 2.07E-07
CG10131 FBgn0033949 4.65 2.07E-07
CG9452 FBgn0036877 4.24 1.16E-05
CG31030 FBgn0051030 3.99 9.64E-06
MRE16 FBgn0267910 3.96 1.14E-06
CR32207 FBgn0052207 3.83 2.26E-07
CG9521 FBgn0030588 3.65 2.65E-04
CG5397 FBgn0031327 3.55 7.61E-07
CG1552 FBgn0030258 3.55 9.41E-04
Obp99a FBgn0039678 3.49 9.03E-05
Downregulated    
Gene FlyBase Accession Log2 Fold Change Adjusted p-value
Adh FBgn0000055 -3.01 1.98E-06
TwdlG FBgn0037225 -2.98 2.25E-03
mAChR-B FBgn0037546 -2.79 2.08E-04
Lmpt FBgn0261565 -2.63 8.86E-29
CG9914 FBgn0030737 -2.19 2.17E-07
CG31793 FBgn0051793 -2.03 2.45E-07
Ipod FBgn0030187 -1.77 2.98E-02
CG12194 FBgn0031636 -1.63 1.00E-04
Mctp FBgn0034389 -1.61 8.17E-04
Mco1 FBgn0032116 -1.61 3.71E-03
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FA FB FC SA SB SC
FA 1.00 0.72 0.71 0.54 0.51 0.47
FB 0.72 1.00 0.82 0.50 0.48 0.45
FC 0.71 0.82 1.00 0.51 0.48 0.46
SA 0.54 0.50 0.51 1.00 0.45 0.45
SB 0.51 0.48 0.48 0.45 1.00 0.71
SC 0.47 0.45 0.46 0.45 0.71 1.00
FA FB FC SA SB SC
FA 2e-16 2e-16 2e-16 2e-16 2e-16 2e-16
FB 2e-16 2e-16 2e-16 2e-16 2e-16 2e-16
FC 2e-16 2e-16 2e-16 2e-16 2e-16 2e-16
SA 2e-16 2e-16 2e-16 2e-16 2e-16 2e-16
SB 2e-16 2e-16 2e-16 2e-16 2e-16 2e-16
SC 2e-16 2e-16 2e-16 2e-16 2e-16 2e-16
Pearson Correlation Matrix ( r ) Pearson Correlation Matrix ( p )
Table S3.1 Proportion of variance explained and coordinates for each principal component
  PC1 PC2 PC3 PC4 PC5 PC6
Standard Deviation 0.6316 0.3148 0.2647 0.1942 0.1574 0.1235
Proportion of Variance 0.6177 0.1534 0.1085 0.0584 0.0384 0.0236
Cumulative Proportion 0.6177 0.7711 0.8796 0.938 0.9764 1
Principal Component Coordinates
Population PC1 PC2 PC3 PC4 PC5 PC6
FA 0.3475 -0.2736 0.1977 -0.0561 -0.8729 -0.0123
FB 0.368 -0.3603 0.3562 0.0619 0.3262 0.7054
FC 0.3653 -0.3589 0.3374 0.0844 0.3389 -0.7085
SA 0.4258 -0.3129 -0.8453 -0.0155 0.077 0.0106
SB 0.4547 0.4751 0.0755 -0.7431 0.0972 -0.0124
SC 0.4714 0.5855 0.0054 0.6583 -0.0371 0.0098





Figure S3.2 Total number of 100KB blocks with < 0.05 heterozygosity.









































 Table S3.2 List of genes in overlapping low heterozygosity windows
Name Symbol FlyBase Accession
Cytochrome P450-4g1 Cyp4g1 FBgn0010019
Protein O-mannosyltransferase 2 tw FBgn0086368
Rab3 interacting molecule Rim FBgn0053547
Retinoblastoma-family protein Rbf FBgn0015799
Sec22 ortholog (S. cerevisiae) Sec22 FBgn0260855
asense ase FBgn0000137
couch potato cpo FBgn0263995
ellipsoid body open ebo FBgn0266572
frizzled 3 fz3 FBgn0027343
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APPENDIX!B.!SUPPLEMENTARY!CODE!!!#####!Estimate!Ne!#####!!#!Round!the!Favg!to!nearest!0.01!mafs[,FavgRound:=round(Favg,digits=2)]!!#!Loop!over!all!starting!allele!frequencies!from!0.01!to!0.5!and!for!each!one!compute!the!variance!of!frequencies!across!all!3!replicates!for!all!SNPs!in!that!bin!#!Store!the!results!in!a!table!calculate.snp.variance!<X!function(data,chrType){!!! if!(chrType=="autosome"){data!<X!data[chr!="X",]}!! if!(chrType=="x"){data!<X!data[chr=="X",]}!! snp.var<Xdata.frame(G0=numeric(),!VAR=numeric())!! for(i!in!1:50)!{!!!! ! saf!<X!i/100!!!! ! saf.var!<X!var(unlist(data[FavgRound!==!saf,c("FA","FB","FC"),with=F]))!!!! ! snp.var[i,"G0"]!<X!saf!!!! ! snp.var[i,"VAR"]!<X!saf.var!!!! }!!!! return(as.data.table(snp.var))!}!!#!Equation!2!(Templeton,!2006)!estimate.Ne!<X!function(q0,!t,!obs.var)!{!!!x!<X!q0!*!(1Xq0)!!!x!<X!obs.var!/!x!!!x!<X!(1!X!x)!**!(1!/!t)!!!x!<X!2!*!(1!X!x)!!!x!<X!1!/!x!!!return(x)!}!!#!Calculate!variance!and!estimate!effective!population!size!for!autosomes!and!x!chromsome!autosome.snp.var<Xcalculate.snp.variance(mafs,'autosome')!autosome.snp.var[,EstNe:=estimate.Ne(q0=G0,!t=154,!obs.var=VAR)]!!x.snp.var<Xcalculate.snp.variance(mafs,'x')!x.snp.var[,EstNe:=estimate.Ne(q0=G0,!t=154,!obs.var=VAR)]!!#!Get!medians!X!these!tend!to!be!robust!to!wonky!estimates!at!the!low!starting!allele!frequency!autosome.Ne!<X!median(autosome.snp.var$EstNe)!x.Ne!<X!median(x.snp.var$EstNe)!
!! 217!
!!!#####!Use!Equation!1!(Kimura,!1955),!to!generate!a!probability!density!function!for!starting!allele!frequencies!{0.01,!0.02!...!0.50}!#####!!#!Load!package!!require('rPython')!!#!kimuraDrift!function!takes!p,!Ne!and!t!and!returns!area!under!distribution!curve!for!each!value!of!x,!requires!python!kimuraDrift<Xfunction(t,N,x,p){!#!Supply!all!these!input!variables!to!python!python.assign("t",t)!python.assign("N",N)!python.assign("x",x)!python.assign("p",p)!!python.exec(!"import!scipy.special!as!ss!import!math!!def!kimuraDrift(p):!! res=[0]*len(x)!! for!i!in!range(1,51):!! ! a=p*(1Xp)*i*(i+1)*((2*i)+1)!! ! b=ss.hyp2f1(1Xi,i+2,2,p)!! ! c=math.exp((Xi*(i+1)*float(t))/(4*float(N)))!! ! d=list()!! ! for!xpos!in!x:!! ! ! d.append(ss.hyp2f1(1Xi,i+2,2,float(xpos))*a*b*c)!! ! res=[old!+!new!for!old,!new!in!zip(res,d)]!! return(res)!!out=list()!for!i!in!p:!! out.append(kimuraDrift(float(i)))")!!out<Xpython.get("out")!pdf<Xdo.call(cbind,out)!return(pdf)!}!!#!Input!number!of!generations!and!effective!population!size!t<X154!x<Xseq(0,1,length=1000)!
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Gene Ontology Terms GO Accession p
anatomical structure morphogenesis GO:0009653 1.5E-36
organ development GO:0048513 4.8E-34
organ morphogenesis GO:0009887 1.1E-30
single-multicellular organism process GO:0044707 5.4E-29
system development GO:0048731 8.7E-29
post-embryonic organ development GO:0048569 4.1E-27
multicellular organismal development GO:0007275 7.1E-27
neuron differentiation GO:0030182 7.2E-27
biological regulation GO:0065007 1.2E-26
cell development GO:0048468 1.6E-26
tissue morphogenesis GO:0048729 2.1E-26
tube development GO:0035295 3.4E-26
post-embryonic development GO:0009791 1.2E-25
regulation of biological process GO:0050789 2.0E-25
generation of neurons GO:0048699 2.5E-25
morphogenesis of an epithelium GO:0002009 5.5E-25
cellular component morphogenesis GO:0032989 1.0E-24
locomotion GO:0040011 1.4E-24
neuron development GO:0048666 4.8E-24
metamorphosis GO:0007552 5.9E-24
cell communication GO:0007154 1.1E-23
instar larval or pupal morphogenesis GO:0048707 1.7E-23
imaginal disc morphogenesis GO:0007560 2.4E-23
post-embryonic organ morphogenesis GO:0048563 2.4E-23
tube morphogenesis GO:0035239 2.4E-23
imaginal disc development GO:0007444 2.5E-23
post-embryonic morphogenesis GO:0009886 4.6E-23
appendage morphogenesis GO:0035107 7.0E-23
cell morphogenesis involved in differentiation GO:0000904 1.0E-22
imaginal disc-derived appendage morphogenesis GO:0035114 1.2E-22
regulation of multicellular organismal process GO:0051239 1.9E-22
cell morphogenesis GO:0000902 3.1E-22
instar larval or pupal development GO:0002165 6.5E-22
post-embryonic appendage morphogenesis GO:0035120 9.8E-22
cell morphogenesis involved in neuron differentiation GO:0048667 3.0E-19
neuron projection morphogenesis GO:0048812 4.0E-19
taxis GO:0042330 4.3E-19
regulation of developmental process GO:0050793 5.2E-19
signal transduction GO:0007165 5.5E-19
neuron projection development GO:0031175 7.4E-19
221
Gene Ontology Terms GO Accession p
axon development GO:0061564 8.1E-19
axonogenesis GO:0007409 9.1E-19
nervous system development GO:0007399 1.5E-18
cell part morphogenesis GO:0032990 5.9E-18
response to stimulus GO:0050896 1.4E-17
imaginal disc-derived wing morphogenesis GO:0007476 1.4E-17
cell projection morphogenesis GO:0048858 3.1E-17
wing disc morphogenesis GO:0007472 4.8E-17
behavior GO:0007610 4.8E-17
wing disc development GO:0035220 8.4E-17
chemotaxis GO:0006935 2.4E-16
cell surface receptor signaling pathway GO:0007166 1.3E-15
regulation of multicellular organismal development GO:2000026 5.4E-15
axon guidance GO:0007411 1.2E-14
sensory organ development GO:0007423 1.2E-14
single-organism behavior GO:0044708 4.9E-14
pattern specification process GO:0007389 7.4E-14
compound eye morphogenesis GO:0001745 2.3E-13
eye morphogenesis GO:0048592 3.3E-13
sensory organ morphogenesis GO:0090596 3.3E-13
eye development GO:0001654 4.0E-13
regionalization GO:0003002 8.5E-13
response to chemical GO:0042221 9.2E-13
compound eye development GO:0048749 1.3E-12
cell migration GO:0016477 1.5E-12
regulation of cell differentiation GO:0045595 2.3E-12
regulation of cell communication GO:0010646 4.0E-12
localization GO:0051179 4.6E-12
regulation of response to stimulus GO:0048583 5.1E-12
regulation of signaling GO:0023051 5.9E-12
cell motility GO:0048870 6.2E-12
localization of cell GO:0051674 9.7E-12
cellular response to stimulus GO:0051716 1.4E-11
oogenesis GO:0048477 2.7E-11
female gamete generation GO:0007292 3.2E-11
response to external stimulus GO:0009605 7.2E-11
regulation of nervous system development GO:0051960 1.6E-10
regulation of biological quality GO:0065008 1.9E-10
negative regulation of cellular process GO:0048523 2.1E-10
sexual reproduction GO:0019953 2.2E-10
reproductive process GO:0022414 2.6E-10
222
Gene Ontology Terms GO Accession p
regulation of cell development GO:0060284 2.7E-10
multi-organism reproductive process GO:0044703 8.9E-10
actin cytoskeleton organization GO:0030036 9.4E-10
regulation of cellular biosynthetic process GO:0031326 1.1E-09
developmental process involved in reproduction GO:0003006 1.1E-09
regulation of biosynthetic process GO:0009889 1.1E-09
negative regulation of biological process GO:0048519 1.3E-09
gamete generation GO:0007276 1.4E-09
photoreceptor cell differentiation GO:0046530 1.4E-09
single organism reproductive process GO:0044702 1.6E-09
regulation of anatomical structure morphogenesis GO:0022603 1.7E-09
multicellular organismal reproductive process GO:0048609 1.7E-09
positive regulation of biological process GO:0048518 1.7E-09
regulation of signal transduction GO:0009966 1.9E-09
regulation of nitrogen compound metabolic process GO:0051171 1.9E-09
respiratory system development GO:0060541 2.7E-09
germ cell development GO:0007281 2.9E-09
regulation of nucleobase-containing compound metabolic process GO:0019219 4.3E-09
regulation of cellular metabolic process GO:0031323 6.0E-09
learning or memory GO:0007611 7.1E-09
cognition GO:0050890 7.1E-09
regulation of RNA metabolic process GO:0051252 7.9E-09
regulation of cellular macromolecule biosynthetic process GO:2000112 8.6E-09
open tracheal system development GO:0007424 9.9E-09
regulation of macromolecule biosynthetic process GO:0010556 1.0E-08
gland development GO:0048732 1.2E-08
single-organism localization GO:1902578 1.3E-08
photoreceptor cell development GO:0042461 1.3E-08
enzyme linked receptor protein signaling pathway GO:0007167 1.6E-08
regulation of primary metabolic process GO:0080090 2.4E-08
positive regulation of cellular process GO:0048522 2.5E-08
eye photoreceptor cell differentiation GO:0001754 3.2E-08
regulation of developmental growth GO:0048638 4.1E-08
regulation of metabolic process GO:0019222 4.1E-08
compound eye photoreceptor cell differentiation GO:0001751 4.3E-08
cell-cell adhesion GO:0098609 6.5E-08
system process GO:0003008 7.6E-08
embryonic morphogenesis GO:0048598 7.9E-08
negative regulation of multicellular organismal process GO:0051241 1.1E-07
regulation of growth GO:0040008 1.3E-07
single-organism transport GO:0044765 1.4E-07
223
Gene Ontology Terms GO Accession p
leg disc development GO:0035218 1.4E-07
imaginal disc-derived leg morphogenesis GO:0007480 1.7E-07
eye photoreceptor cell development GO:0042462 1.8E-07
regulation of gene expression GO:0010468 2.1E-07
leg disc morphogenesis GO:0007478 2.2E-07
regulation of transcription, DNA-templated GO:0006355 2.4E-07
regulation of nucleic acid-templated transcription GO:1903506 2.4E-07
regulation of RNA biosynthetic process GO:2001141 2.4E-07
tissue migration GO:0090130 2.6E-07
negative regulation of signaling GO:0023057 3.0E-07
ameboidal-type cell migration GO:0001667 3.1E-07
negative regulation of developmental process GO:0051093 3.2E-07
compound eye photoreceptor development GO:0042051 4.0E-07
establishment of localization GO:0051234 4.6E-07
transport GO:0006810 5.1E-07
negative regulation of cell communication GO:0010648 5.3E-07
regulation of neurogenesis GO:0050767 5.4E-07
regulation of cellular component organization GO:0051128 5.4E-07
muscle organ development GO:0007517 9.7E-07
positive regulation of metabolic process GO:0009893 1.1E-06
anterior/posterior pattern specification GO:0009952 1.2E-06
dendrite morphogenesis GO:0048813 1.3E-06
epithelial cell migration GO:0010631 1.7E-06
epithelium migration GO:0090132 1.7E-06
multi-organism behavior GO:0051705 1.8E-06
regulation of macromolecule metabolic process GO:0060255 1.8E-06
heart development GO:0007507 1.8E-06
cardiovascular system development GO:0072358 1.8E-06
circulatory system development GO:0072359 1.8E-06
negative regulation of signal transduction GO:0009968 1.9E-06
cell-cell signaling GO:0007267 2.6E-06
synaptic transmission GO:0007268 2.9E-06
dendrite development GO:0016358 3.2E-06
cell-cell adhesion via plasma-membrane adhesion molecules GO:0098742 3.4E-06
regulation of synapse structure or activity GO:0050803 3.4E-06
chemosensory behavior GO:0007635 4.4E-06
salivary gland development GO:0007431 4.5E-06
exocrine system development GO:0035272 4.5E-06
embryonic pattern specification GO:0009880 4.9E-06
RNA biosynthetic process GO:0032774 5.1E-06
morphogenesis of a polarized epithelium GO:0001738 5.1E-06
224
Gene Ontology Terms GO Accession p
negative regulation of biosynthetic process GO:0009890 6.0E-06
negative regulation of cellular biosynthetic process GO:0031327 6.0E-06
transcription, DNA-templated GO:0006351 6.8E-06
nucleic acid-templated transcription GO:0097659 6.8E-06
biological adhesion GO:0022610 7.1E-06
larval development GO:0002164 8.3E-06
learning GO:0007612 8.9E-06
imaginal disc-derived wing vein morphogenesis GO:0008586 9.2E-06
segmentation GO:0035282 9.4E-06
motor neuron axon guidance GO:0008045 1.0E-05
actomyosin structure organization GO:0031032 1.2E-05
negative regulation of response to stimulus GO:0048585 1.2E-05
establishment of planar polarity GO:0001736 1.2E-05
establishment of tissue polarity GO:0007164 1.2E-05
regulation of cell morphogenesis GO:0022604 1.2E-05
chaeta morphogenesis GO:0008407 1.3E-05
memory GO:0007613 1.3E-05
positive regulation of cellular metabolic process GO:0031325 1.3E-05
blastoderm segmentation GO:0007350 1.4E-05
transmembrane receptor protein tyrosine kinase signaling pathway GO:0007169 1.4E-05
negative regulation of cell differentiation GO:0045596 1.4E-05
cell adhesion GO:0007155 1.5E-05
epithelial cell development GO:0002064 1.6E-05
embryonic development via the syncytial blastoderm GO:0001700 1.7E-05
olfactory behavior GO:0042048 1.8E-05
muscle cell development GO:0055001 2.1E-05
striated muscle cell development GO:0055002 2.1E-05
regulation of cell projection organization GO:0031344 2.1E-05
central nervous system development GO:0007417 2.3E-05
neuron recognition GO:0008038 3.0E-05
regulation of neuron differentiation GO:0045664 3.0E-05
regulation of cellular component biogenesis GO:0044087 3.3E-05
negative regulation of macromolecule biosynthetic process GO:0010558 3.5E-05
negative regulation of cellular macromolecule biosynthetic process GO:2000113 3.5E-05
Wnt signaling pathway GO:0016055 3.6E-05
regulation of cell morphogenesis involved in differentiation GO:0010769 4.0E-05
olfactory learning GO:0008355 4.1E-05
formation of organ boundary GO:0010160 4.1E-05
ovarian follicle cell migration GO:0007297 4.1E-05
mating behavior GO:0007617 4.1E-05
regulation of cell fate commitment GO:0010453 4.1E-05
225
Gene Ontology Terms GO Accession p
chaeta development GO:0022416 4.3E-05
response to organic substance GO:0010033 4.8E-05
wing disc dorsal/ventral pattern formation GO:0048190 5.6E-05
negative regulation of nervous system development GO:0051961 5.8E-05
negative regulation of cell fate commitment GO:0010454 6.1E-05
border follicle cell migration GO:0007298 6.2E-05
regulation of transcription from RNA polymerase II promoter GO:0006357 6.2E-05
wing disc pattern formation GO:0035222 6.5E-05
ommatidial rotation GO:0016318 6.6E-05
ovarian follicle cell development GO:0030707 6.7E-05
columnar/cuboidal epithelial cell development GO:0002066 7.5E-05
imaginal disc pattern formation GO:0007447 7.7E-05
muscle attachment GO:0016203 7.8E-05
myofibril assembly GO:0030239 7.8E-05
regulation of cell fate specification GO:0042659 9.8E-05
associative learning GO:0008306 1.0E-04
ion transport GO:0006811 1.1E-04
regulation of neuron projection development GO:0010975 1.1E-04
transmembrane receptor protein serine/threonine kinase signaling pathway GO:0007178 1.1E-04
neurological system process GO:0050877 1.1E-04
regulation of localization GO:0032879 1.2E-04
salivary gland morphogenesis GO:0007435 1.3E-04
gland morphogenesis GO:0022612 1.3E-04
adult behavior GO:0030534 1.3E-04
regulation of Wnt signaling pathway GO:0030111 1.3E-04
dorsal/ventral pattern formation, imaginal disc GO:0007450 1.4E-04
establishment of ommatidial planar polarity GO:0042067 1.4E-04
negative regulation of cell fate specification GO:0009996 1.5E-04
courtship behavior GO:0007619 1.5E-04
regulation of synaptic growth at neuromuscular junction GO:0008582 1.5E-04
mating GO:0007618 1.5E-04
eye-antennal disc morphogenesis GO:0007455 1.8E-04
homophilic cell adhesion via plasma membrane adhesion molecules GO:0007156 2.1E-04
regulation of system process GO:0044057 2.2E-04
R7 cell development GO:0045467 2.4E-04
regulation of organ morphogenesis GO:2000027 2.5E-04
post-embryonic hemopoiesis GO:0035166 2.8E-04
larval lymph gland hemopoiesis GO:0035167 2.8E-04
axon target recognition GO:0007412 2.8E-04
negative regulation of nitrogen compound metabolic process GO:0051172 2.8E-04
cyclic nucleotide metabolic process GO:0009187 2.9E-04
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branching morphogenesis of an epithelial tube GO:0048754 3.0E-04
branching involved in open tracheal system development GO:0060446 3.0E-04
morphogenesis of a branching epithelium GO:0061138 3.0E-04
dorsal/ventral pattern formation GO:0009953 3.0E-04
positive regulation of developmental process GO:0051094 3.0E-04
anterior/posterior axis specification GO:0009948 3.1E-04
tripartite regional subdivision GO:0007351 3.1E-04
anterior/posterior axis specification, embryo GO:0008595 3.1E-04
cAMP metabolic process GO:0046058 3.6E-04
regulation of synapse assembly GO:0051963 3.8E-04
single organismal cell-cell adhesion GO:0016337 3.8E-04
dorsal closure GO:0007391 3.9E-04
single organism cell adhesion GO:0098602 4.5E-04
positive regulation of biosynthetic process GO:0009891 4.7E-04
positive regulation of cellular biosynthetic process GO:0031328 4.7E-04
muscle system process GO:0003012 4.7E-04
regulation of axonogenesis GO:0050770 4.7E-04
R7 cell differentiation GO:0045466 4.9E-04
lymph gland development GO:0048542 4.9E-04
regulation of circadian rhythm GO:0042752 4.9E-04
positive regulation of nitrogen compound metabolic process GO:0051173 5.0E-04
positive regulation of macromolecule metabolic process GO:0010604 5.5E-04
axis specification GO:0009798 5.5E-04
morphogenesis of a branching structure GO:0001763 5.9E-04
negative regulation of nucleobase-containing compound metabolic process GO:0045934 6.0E-04
embryonic axis specification GO:0000578 6.3E-04
actin filament organization GO:0007015 6.3E-04
urogenital system development GO:0001655 6.3E-04
epidermal growth factor receptor signaling pathway GO:0007173 6.3E-04
ERBB signaling pathway GO:0038127 6.3E-04
renal system development GO:0072001 6.3E-04
germarium-derived egg chamber formation GO:0007293 6.5E-04
antennal morphogenesis GO:0048800 6.6E-04
positive regulation of multicellular organismal process GO:0051240 6.7E-04
neuromuscular synaptic transmission GO:0007274 6.8E-04
mesoderm morphogenesis GO:0048332 7.6E-04
positive regulation of cellular component organization GO:0051130 8.1E-04
multi-organism reproductive behavior GO:0044705 8.1E-04
positive regulation of nucleobase-containing compound metabolic process GO:0045935 8.2E-04
negative regulation of cellular metabolic process GO:0031324 8.8E-04
short-term memory GO:0007614 8.9E-04
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digestive tract development GO:0048565 1.0E-03
digestive system development GO:0055123 1.0E-03
regulation of cell proliferation GO:0042127 1.0E-03
negative regulation of RNA metabolic process GO:0051253 1.1E-03
gastrulation GO:0007369 1.1E-03
G-protein coupled receptor signaling pathway GO:0007186 1.1E-03
metal ion transport GO:0030001 1.1E-03
peripheral nervous system development GO:0007422 1.1E-03
renal tubule development GO:0061326 1.1E-03
Malpighian tubule development GO:0072002 1.1E-03
response to growth factor GO:0070848 1.1E-03
negative regulation of transcription, DNA-templated GO:0045892 1.2E-03
negative regulation of RNA biosynthetic process GO:1902679 1.2E-03
negative regulation of nucleic acid-templated transcription GO:1903507 1.2E-03
reproductive behavior GO:0019098 1.2E-03
skeletal muscle organ development GO:0060538 1.3E-03
morphogenesis of embryonic epithelium GO:0016331 1.3E-03
regulation of synapse organization GO:0050807 1.3E-03
decapentaplegic signaling pathway GO:0008101 1.3E-03
establishment of mitotic spindle localization GO:0040001 1.3E-03
organelle localization GO:0051640 1.4E-03
intracellular signal transduction GO:0035556 1.4E-03
eye-antennal disc development GO:0035214 1.5E-03
negative regulation of Wnt signaling pathway GO:0030178 1.5E-03
negative regulation of reproductive process GO:2000242 1.5E-03
single-organism cellular localization GO:1902580 1.6E-03
anterior Malpighian tubule development GO:0061327 1.6E-03
locomotory behavior GO:0007626 1.7E-03
heterophilic cell-cell adhesion via plasma membrane cell adhesion molecules GO:0007157 1.7E-03
regulation of circadian sleep/wake cycle GO:0042749 1.7E-03
compound eye retinal cell programmed cell death GO:0046667 1.7E-03
establishment of spindle localization GO:0051293 1.7E-03
spindle localization GO:0051653 1.7E-03
aggressive behavior GO:0002118 1.8E-03
determination of muscle attachment site GO:0016204 1.9E-03
positive chemotaxis GO:0050918 1.9E-03
vesicle localization GO:0051648 2.0E-03
female meiosis chromosome segregation GO:0016321 2.0E-03
synaptic vesicle localization GO:0097479 2.0E-03
imaginal disc-derived wing margin morphogenesis GO:0008587 2.2E-03
imaginal disc-derived wing hair organization GO:0035317 2.2E-03
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establishment of organelle localization GO:0051656 2.2E-03
hemopoiesis GO:0030097 2.3E-03
negative regulation of decapentaplegic signaling pathway GO:0090099 2.4E-03
organ growth GO:0035265 2.4E-03
immune system development GO:0002520 2.4E-03
hematopoietic or lymphoid organ development GO:0048534 2.4E-03
regulation of intracellular signal transduction GO:1902531 2.4E-03
actin filament bundle assembly GO:0051017 2.4E-03
cellular response to growth factor stimulus GO:0071363 2.5E-03
establishment of vesicle localization GO:0051650 2.6E-03
cyclic purine nucleotide metabolic process GO:0052652 2.7E-03
hair cell differentiation GO:0035315 2.7E-03
regulation of transmembrane receptor protein serine/threonine kinase signaling pathwayGO:0090092 2.7E-03
negative regulation of gene expression GO:0010629 2.8E-03
negative regulation of cell development GO:0010721 2.8E-03
inter-male aggressive behavior GO:0002121 2.9E-03
response to endogenous stimulus GO:0009719 3.0E-03
synaptic vesicle transport GO:0048489 3.1E-03
establishment of synaptic vesicle localization GO:0097480 3.1E-03
primary branching, open tracheal system GO:0007428 3.2E-03
oocyte development GO:0048599 3.3E-03
negative regulation of transcription from RNA polymerase II promoter GO:0000122 3.4E-03
cellular response to organic substance GO:0071310 3.4E-03
ovarian nurse cell to oocyte transport GO:0007300 3.5E-03
potassium ion transport GO:0006813 3.6E-03
regulation of synaptic transmission GO:0050804 3.7E-03
positive regulation of gene expression GO:0010628 3.7E-03
mitochondrion distribution GO:0048311 3.8E-03
regulation of decapentaplegic signaling pathway GO:0090097 3.8E-03
sleep GO:0030431 3.8E-03
positive regulation of macromolecule biosynthetic process GO:0010557 3.9E-03
anatomical structure homeostasis GO:0060249 4.2E-03
maintenance of protein location GO:0045185 4.2E-03
regulation of reproductive process GO:2000241 4.2E-03
transcription from RNA polymerase II promoter GO:0006366 4.4E-03
sarcomere organization GO:0045214 4.4E-03
positive regulation of transcription, DNA-templated GO:0045893 4.4E-03
positive regulation of RNA biosynthetic process GO:1902680 4.4E-03
positive regulation of nucleic acid-templated transcription GO:1903508 4.4E-03
salivary gland boundary specification GO:0007432 4.5E-03
response to alcohol GO:0097305 4.6E-03
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sym FBgn Δlog2 padj sym FBgn Δlog2 padj
a FBgn0000008 2.15 7.4E906 ArfGAP1 FBgn0020655 90.73 3.0E902
Aats9cys FBgn0027091 90.72 6.5E905 ArfGAP3 FBgn0037182 90.77 1.3E904
Aats9gly FBgn0027088 90.55 3.3E902 Arp2 FBgn0011742 0.82 2.5E904
Aats9ile FBgn0027086 91.34 9.9E909 Art4 FBgn0037770 90.94 6.1E903
Aats9val FBgn0027079 90.93 1.3E905 Ask1 FBgn0014006 1.02 2.6E904
aay FBgn0023129 90.93 1.9E902 ASPP FBgn0034606 91.24 1.8E902
Ac3 FBgn0023416 91.62 1.7E902 Atf3 FBgn0028550 91.67 5.7E904
Ac76E FBgn0004852 91.72 3.0E905 Atg18a FBgn0035850 0.61 1.2E902
ACC FBgn0033246 91.22 4.8E902 Atg3 FBgn0036813 1.05 5.0E906
AcCoAS FBgn0012034 91.45 8.2E905 Atg4b FBgn0038325 0.71 1.7E903
Acer FBgn0016122 1.36 2.0E904 atl FBgn0039213 90.50 7.4E903
Acox57D9d FBgn0034629 90.94 9.6E903 AttD FBgn0038530 3.29 1.0E902
Acp24A4 FBgn0051779 91.96 2.0E902 b FBgn0000153 2.36 9.1E904
Act57B FBgn0000044 91.76 6.1E903 B52 FBgn0004587 90.61 1.6E903
ACXD FBgn0040507 91.25 1.9E903 bam FBgn0000158 0.97 2.2E902
Adgf9A FBgn0036752 0.62 1.8E902 bchs FBgn0043362 91.11 3.6E902
Adgf9D FBgn0038172 91.21 2.9E902 bdl FBgn0028482 92.02 1.6E902
Adk2 FBgn0283494 91.31 1.1E904 beat9IV FBgn0039089 91.82 3.5E902
adp FBgn0000057 91.28 2.6E904 Bet1 FBgn0260857 90.66 7.1E903
AdSS FBgn0027493 1.38 9.4E904 beta9PheRS FBgn0039175 90.69 2.2E904
Ady43A FBgn0026602 91.34 2.5E903 beta'COP FBgn0025724 91.19 1.5E903
Ag5r2 FBgn0020508 94.01 3.0E902 betaTry FBgn0010357 95.80 2.3E904
Ahcy89E FBgn0015011 1.00 5.3E903 betaTub60D FBgn0003888 0.97 7.7E903
Alas FBgn0020764 91.03 7.4E904 bgm FBgn0027348 93.04 9.1E918
alc FBgn0260972 0.78 3.8E903 bi FBgn0000179 91.49 4.5E904
Aldh FBgn0012036 92.00 4.2E903 bif FBgn0014133 0.91 9.6E905
Alp1 FBgn0283479 94.47 3.2E908 bigmax FBgn0039509 92.12 4.6E915
alpha9Est2 FBgn0015570 94.03 3.7E916 bin3 FBgn0263144 0.60 4.0E902
alpha9Est5 FBgn0261393 91.92 2.0E906 Bmcp FBgn0036199 1.22 2.0E904
alpha9Est7 FBgn0015575 1.50 6.4E906 bowl FBgn0004893 90.90 1.1E902
alpha9Est9 FBgn0015577 92.56 1.6E918 brat FBgn0010300 90.89 7.6E903
alphaCOP FBgn0025725 91.24 8.6E904 bru93 FBgn0264001 91.55 3.2E902
alphagamma9element:CR32865FBgn0052865 91.87 4.2E902 btl FBgn0005592 1.47 1.4E902
Ama FBgn0000071 1.44 2.9E904 Bub3 FBgn0025457 90.63 3.9E902
amn FBgn0086782 92.99 3.3E902 bves FBgn0031150 0.77 1.0E902
Ance FBgn0012037 1.33 1.7E903 Bx FBgn0265598 90.90 4.2E903
AOX1 FBgn0267408 91.40 2.0E902 by FBgn0000244 92.22 1.1E915
AP92sigma FBgn0043012 0.62 2.1E903 byn FBgn0011723 92.83 4.9E902
Aprt FBgn0000109 1.48 1.7E905 bys FBgn0010292 90.59 3.9E902
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Arc1 FBgn0033926 1.94 1.6E902 C1GalTA FBgn0032078 1.43 1.7E905
aret FBgn0000114 0.93 2.5E904 C901 FBgn0021742 3.56 7.8E903
CadN FBgn0015609 91.13 2.2E902 CG10420 FBgn0039296 91.23 1.9E905
Caf1955 FBgn0263979 90.57 1.8E902 CG10433 FBgn0034638 92.00 2.5E905
CAH1 FBgn0027844 1.27 5.5E904 CG10463 FBgn0032819 91.30 1.0E902
CalpC FBgn0260450 90.78 3.4E902 CG10467 FBgn0035679 1.18 1.5E903
Calr FBgn0005585 90.86 2.6E904 CG10469 FBgn0035678 1.14 2.0E904
CapaR FBgn0037100 94.34 5.5E910 CG10494 FBgn0034634 91.16 2.8E904
cas FBgn0004878 92.93 1.5E903 CG10505 FBgn0034612 93.68 1.7E918
Cas FBgn0022213 90.55 4.3E902 CG10513 FBgn0039311 94.40 6.9E913
Cat FBgn0000261 0.85 5.0E903 CG10516 FBgn0036549 2.88 1.2E909
cbt FBgn0043364 90.89 4.2E902 CG10550 FBgn0039321 94.85 1.1E906
Ccp84Ab FBgn0004782 1.98 4.1E902 CG10555 FBgn0030034 90.53 2.4E902
Cct1 FBgn0041342 90.69 1.8E903 CG10559 FBgn0039323 91.67 4.0E902
CD98hc FBgn0037533 0.90 4.9E904 CG10560 FBgn0039325 94.29 2.0E904
Cda5 FBgn0051973 92.02 6.1E905 CG10576 FBgn0035630 91.04 3.0E904
CDC45L FBgn0026143 91.08 8.1E905 CG10660 FBgn0036288 0.98 2.8E903
Cdc5 FBgn0265574 90.53 5.8E903 CG10747 FBgn0032845 0.64 2.2E902
Cdc6 FBgn0035918 90.82 1.2E904 CG10822 FBgn0034478 2.40 1.7E902
cDIP FBgn0038865 92.28 1.9E905 CG1090 FBgn0037238 1.59 2.2E904
Cdk5 FBgn0013762 0.48 2.4E902 CG10910 FBgn0034289 93.72 1.7E903
Ced912 FBgn0032409 0.77 2.8E902 CG1092 FBgn0037228 90.99 9.5E903
CenB1A FBgn0039056 0.70 2.1E902 CG10960 FBgn0036316 1.80 9.1E903
cer FBgn0034443 1.96 1.4E903 CG1103 FBgn0037235 0.97 2.7E906
CG10005 FBgn0037972 2.77 4.7E913 CG11030 FBgn0031736 90.92 1.4E903
CG10019 FBgn0031568 1.44 4.0E903 CG11034 FBgn0031741 1.65 6.1E903
CG10026 FBgn0032785 91.75 8.5E908 CG1104 FBgn0037467 90.77 5.1E903
CG10031 FBgn0031563 93.80 4.2E915 CG1105 FBgn0037465 90.76 1.6E902
CG10053 FBgn0037490 0.68 3.5E902 CG11070 FBgn0028467 0.86 1.5E903
CG10062 FBgn0034439 1.73 4.6E902 CG11073 FBgn0034693 92.56 7.5E904
CG10073 FBgn0034440 92.01 1.5E902 CG11123 FBgn0033169 90.59 1.7E902
CG10086 FBgn0037517 91.05 1.3E902 CG11149 FBgn0031732 95.69 6.3E903
CG10166 FBgn0032799 90.42 2.5E902 CG11151 FBgn0030519 91.72 3.1E906
CG10178 FBgn0032684 92.57 8.3E904 CG11155 FBgn0039927 90.85 3.2E902
CG10211 FBgn0032685 92.32 4.9E904 CG11168 FBgn0039249 90.80 9.6E903
CG10214 FBgn0039115 91.16 2.2E904 CG11178 FBgn0030499 90.43 6.0E903
CG10237 FBgn0032783 92.38 9.0E906 CG11192 FBgn0034507 5.36 5.2E910
CG10274 FBgn0035690 90.52 1.4E902 CG11226 FBgn0037195 1.22 1.7E902
CG10286 FBgn0037439 90.79 3.8E904 CG11236 FBgn0031860 91.94 1.0E903
CG10317 FBgn0038423 1.55 4.6E902 CG11241 FBgn0037186 92.00 3.1E908
CG10338 FBgn0032700 0.59 7.1E903 CG11257 FBgn0034442 0.87 3.3E904
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CG10361 FBgn0036208 92.44 2.7E902 CG11261 FBgn0036332 0.83 2.9E902
CG10365 FBgn0039109 91.12 3.2E902 CG11267 FBgn0036334 90.59 2.9E902
CG10383 FBgn0032699 1.40 1.7E904 CG11309 FBgn0037070 91.20 2.7E903
CG10384 FBgn0034731 93.21 3.4E902 CG11313 FBgn0039798 92.71 1.3E906
CG11340 FBgn0039840 93.00 3.2E905 CG1218 FBgn0037377 0.57 2.3E902
CG11353 FBgn0035557 92.74 2.3E902 CG12207 FBgn0038220 0.85 5.9E903
CG11367 FBgn0037185 0.98 1.4E904 CG12224 FBgn0037974 2.49 2.2E903
CG11377 FBgn0031217 90.51 1.5E902 CG12239 FBgn0029810 93.33 5.9E904
CG11399 FBgn0037021 90.62 2.5E902 CG12262 FBgn0035811 91.63 2.9E903
CG11406 FBgn0034990 4.31 1.5E903 CG12301 FBgn0036514 90.72 4.8E902
CG11414 FBgn0035024 90.51 1.0E902 CG12310 FBgn0036467 93.45 1.7E902
CG11426 FBgn0037166 92.04 6.5E905 CG12321 FBgn0038577 0.68 4.8E904
CG1143 FBgn0035359 92.35 4.1E902 CG12325 FBgn0033557 91.11 5.9E904
CG11453 FBgn0038734 92.36 1.8E902 CG12338 FBgn0033543 1.55 2.6E905
CG11456 FBgn0037031 90.67 1.9E902 CG12398 FBgn0030596 3.75 8.9E903
CG11529 FBgn0036264 94.24 1.4E905 CG12404 FBgn0032465 90.46 1.1E902
CG11537 FBgn0035400 90.51 3.7E902 CG12428 FBgn0039543 91.64 2.1E905
CG11576 FBgn0039882 1.02 7.0E903 CG12499 FBgn0038968 90.80 4.5E902
CG11577 FBgn0036847 90.91 7.8E903 CG12512 FBgn0031703 91.69 3.2E902
CG11583 FBgn0035524 90.76 2.9E902 CG12520 FBgn0036324 92.39 2.1E903
CG11619 FBgn0036836 1.19 1.4E902 CG12531 FBgn0031064 91.66 2.3E902
CG11652 FBgn0036194 90.87 1.5E903 CG12576 FBgn0031190 90.49 8.9E903
CG11658 FBgn0036196 0.94 1.6E902 CG12608 FBgn0030630 90.66 6.8E903
CG11672 FBgn0037563 93.79 2.4E902 CG12643 FBgn0040942 90.94 9.4E903
CG1172 FBgn0264712 0.45 4.0E902 CG12655 FBgn0031080 2.66 3.4E902
CG11737 FBgn0037592 90.86 6.2E903 CG12715 FBgn0030443 94.86 5.8E906
CG11739 FBgn0037239 1.18 2.2E905 CG12784 FBgn0038356 1.70 4.8E902
CG11816 FBgn0030495 4.19 1.4E906 CG12811 FBgn0037779 90.81 1.2E903
CG11837 FBgn0039627 91.24 1.8E902 CG12825 FBgn0033221 92.25 1.5E910
CG11851 FBgn0039293 90.95 5.4E903 CG12826 FBgn0033207 93.79 2.8E903
CG11857 FBgn0039303 90.80 2.3E903 CG12868 FBgn0033945 1.54 9.6E905
CG11882 FBgn0039642 0.96 2.4E902 CG1299 FBgn0035501 91.82 1.7E902
CG11885 FBgn0031253 0.85 2.4E906 CG13026 FBgn0036656 6.23 1.7E907
CG11893 FBgn0039316 92.91 4.1E911 CG13044 FBgn0036599 94.05 1.8E906
CG11920 FBgn0039274 90.69 6.6E903 CG13077 FBgn0032810 93.61 1.8E906
CG11961 FBgn0034436 90.69 4.7E902 CG13082 FBgn0032803 1.74 7.3E903
CG11975 FBgn0037648 0.53 1.7E902 CG13086 FBgn0032770 1.81 4.5E904
CG12009 FBgn0035430 1.89 2.2E903 CG13101 FBgn0032084 92.35 8.6E903
CG12034 FBgn0035421 0.44 5.1E904 CG1311 FBgn0035523 90.64 7.4E903
CG12071 FBgn0039808 92.29 4.4E902 CG13255 FBgn0040636 91.99 2.8E907
CG1208 FBgn0037386 2.04 4.5E904 CG13272 FBgn0086673 91.92 1.0E902
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CG12104 FBgn0035238 0.98 3.4E904 CG13283 FBgn0032613 94.63 7.7E911
CG12116 FBgn0030041 90.92 4.5E902 CG13287 FBgn0035643 93.33 2.6E902
CG12125 FBgn0030037 1.01 1.3E902 CG13311 FBgn0035929 92.29 2.6E903
CG1213 FBgn0037387 2.27 1.1E903 CG13314 FBgn0035949 92.46 1.3E902
CG12133 FBgn0033469 4.14 7.0E907 CG13322 FBgn0033784 0.69 1.7E902
CG12159 FBgn0033232 0.71 5.3E903 CG13360 FBgn0025620 94.45 2.3E928
CG13397 FBgn0014417 92.10 1.9E911 CG14528 FBgn0039611 90.83 2.2E902
CG13460 FBgn0036471 97.08 5.7E906 CG14569 FBgn0037123 1.73 2.1E902
CG13461 FBgn0036468 96.59 1.7E903 CG14570 FBgn0037122 2.29 8.7E903
CG13488 FBgn0034670 91.29 4.0E902 CG14606 FBgn0037485 95.19 1.7E908
CG13492 FBgn0034662 93.73 2.0E902 CG14618 FBgn0031189 90.70 1.2E902
CG13560 FBgn0034899 94.79 4.0E902 CG14650 FBgn0037252 90.75 2.4E902
CG13575 FBgn0034996 1.34 3.3E902 CG14659 FBgn0037284 2.17 4.5E902
CG13605 FBgn0039150 0.45 4.0E902 CG14664 FBgn0040682 3.04 3.7E902
CG13606 FBgn0039161 4.52 1.2E907 CG14683 FBgn0037822 90.65 3.6E902
CG13654 FBgn0039290 91.29 1.0E903 CG14688 FBgn0037819 93.54 4.8E915
CG13678 FBgn0035859 93.28 5.9E904 CG14762 FBgn0033250 92.70 6.4E904
CG13707 FBgn0035578 2.91 1.6E906 CG14803 FBgn0023513 91.05 1.5E906
CG13708 FBgn0035577 2.31 2.0E903 CG14823 FBgn0035734 92.43 2.1E906
CG13731 FBgn0036717 95.21 5.4E906 CG14850 FBgn0038239 97.74 4.1E903
CG13748 FBgn0033355 2.37 3.5E904 CG14852 FBgn0038242 96.20 2.2E903
CG13784 FBgn0031897 1.34 1.6E903 CG1486 FBgn0031174 91.00 2.6E905
CG13806 FBgn0035325 93.15 3.3E902 CG14882 FBgn0038429 91.38 7.8E905
CG13890 FBgn0035169 91.19 3.3E904 CG14931 FBgn0032374 1.51 4.1E902
CG13900 FBgn0035162 90.89 1.9E902 CG14995 FBgn0035497 1.50 3.8E903
CG13912 FBgn0035186 91.70 1.6E902 CG15011 FBgn0035518 90.98 4.1E905
CG13947 FBgn0031277 96.94 3.7E903 CG15019 FBgn0035541 91.09 3.8E903
CG13950 FBgn0031289 93.35 6.7E903 CG15096 FBgn0034394 92.15 5.2E904
CG14040 FBgn0031676 1.89 7.1E910 CG15099 FBgn0034400 1.60 3.4E904
CG14062 FBgn0039592 4.14 1.1E904 CG1513 FBgn0033463 0.88 3.3E903
CG14100 FBgn0036889 90.56 2.8E902 CG15155 FBgn0032669 93.11 1.7E906
CG14131 FBgn0036205 91.04 2.2E902 CG15170 FBgn0032733 93.30 1.3E902
CG14132 FBgn0040817 1.35 2.7E902 CG1518 FBgn0031149 90.90 4.6E903
CG14135 FBgn0036193 0.68 2.6E902 CG15199 FBgn0030270 92.02 3.7E903
CG14160 FBgn0036066 93.29 6.0E903 CG15202 FBgn0030271 91.84 7.3E903
CG14184 FBgn0036932 0.72 1.4E902 CG15203 FBgn0030261 91.86 7.2E912
CG14196 FBgn0031002 91.26 9.8E904 CG15219 FBgn0040519 1.68 4.6E902
CG14207 FBgn0031037 91.43 1.6E906 CG15221 FBgn0030331 93.49 9.0E903
CG14230 FBgn0031062 90.72 3.0E903 CG15279 FBgn0028886 92.83 1.1E907
CG14234 FBgn0031065 92.27 4.4E902 CG15293 FBgn0028526 94.46 9.8E909
CG14253 FBgn0039467 91.58 5.9E903 CG15330 FBgn0029987 2.53 2.4E902
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CG14265 FBgn0040393 96.29 1.5E903 CG15369 FBgn0030105 91.32 1.3E902
CG14282 FBgn0038685 1.83 3.2E902 CG1537 FBgn0030260 92.70 7.6E903
CG14302 FBgn0038647 93.76 3.3E902 CG15404 FBgn0031512 97.08 1.7E909
CG14304 FBgn0038629 93.79 1.4E903 CG15406 FBgn0031517 91.38 3.2E902
CG1440 FBgn0030038 0.82 2.1E904 CG15408 FBgn0031523 92.50 1.1E903
CG14515 FBgn0039648 3.15 1.8E906 CG15414 FBgn0031542 92.61 3.9E902
CG14523 FBgn0039612 1.52 3.6E904 CG1545 FBgn0030259 92.93 4.6E902
CG14526 FBgn0027578 1.07 8.7E903 CG15526 FBgn0039744 1.97 3.0E902
CG15528 FBgn0039742 91.33 2.6E902 CG17292 FBgn0032029 91.20 1.5E903
CG15553 FBgn0039817 91.23 4.4E902 CG17322 FBgn0027070 90.88 6.1E903
CG15556 FBgn0039821 91.31 4.1E902 CG17323 FBgn0032713 1.28 1.2E904
CG15611 FBgn0034194 0.76 1.5E902 CG17324 FBgn0027074 1.21 1.8E902
CG15706 FBgn0034093 1.18 2.8E902 CG17341 FBgn0028906 92.58 1.2E903
CG15739 FBgn0030347 2.35 2.8E910 CG17362 FBgn0036393 95.96 4.0E904
CG15743 FBgn0030465 90.89 1.5E902 CG17386 FBgn0033936 93.53 1.3E907
CG15756 FBgn0030493 2.89 3.0E904 CG17549 FBgn0032774 91.10 4.4E902
CG15772 FBgn0029799 92.10 1.5E903 CG17568 FBgn0032763 1.24 2.9E904
CG15773 FBgn0029795 92.85 2.1E903 CG17570 FBgn0260000 93.40 9.5E903
CG1578 FBgn0030336 0.60 4.0E902 CG17571 FBgn0259998 93.56 1.1E902
CG15784 FBgn0029766 91.40 4.9E904 CG17636 FBgn0025837 92.25 2.2E902
CG15861 FBgn0035084 90.93 3.7E902 CG17681 FBgn0032668 0.84 3.5E902
CG15863 FBgn0033467 1.58 4.8E903 CG17698 FBgn0040056 90.66 1.3E902
CG15879 FBgn0035309 91.80 2.3E903 CG17734 FBgn0037890 0.59 3.2E902
CG15919 FBgn0040743 93.23 4.8E902 CG17738 FBgn0038009 1.65 5.9E905
CG1607 FBgn0039844 2.24 7.0E905 CG1774 FBgn0039856 91.53 9.1E903
CG1636 FBgn0030030 91.40 2.9E906 CG17746 FBgn0035425 0.53 1.6E903
CG1648 FBgn0033446 92.96 3.3E912 CG17751 FBgn0038717 94.02 1.1E915
CG1657 FBgn0030286 90.72 9.2E903 CG17752 FBgn0038718 94.44 1.4E912
CG1665 FBgn0033451 91.12 3.5E902 CG17754 FBgn0030114 1.26 2.1E904
CG1671 FBgn0033454 90.87 7.8E903 CG17760 FBgn0033756 1.51 1.6E902
CG16719 FBgn0036029 2.08 1.2E902 CG1785 FBgn0030061 90.81 1.3E903
CG16727 FBgn0038719 93.92 1.1E920 CG17994 FBgn0033072 2.47 3.9E902
CG16743 FBgn0032322 91.72 4.4E907 CG18003 FBgn0061356 1.40 1.4E902
CG16756 FBgn0029765 93.24 2.8E906 CG18135 FBgn0036837 91.15 6.8E903
CG16762 FBgn0035343 92.22 9.4E905 CG18179 FBgn0036023 6.98 7.1E907
CG16820 FBgn0032495 92.33 1.7E904 CG18249 FBgn0037553 0.70 3.0E902
CG16898 FBgn0034480 92.96 7.7E904 CG18268 FBgn0037520 94.17 3.2E904
CG16908 FBgn0037741 90.64 1.6E902 CG18324 FBgn0033905 0.62 2.3E902
CG16926 FBgn0040732 0.94 1.1E902 CG18327 FBgn0033904 3.67 6.4E912
CG16964 FBgn0032385 1.71 3.7E902 CG1835 FBgn0031127 1.36 3.5E902
CG16995 FBgn0031412 2.60 1.8E904 CG18371 FBgn0033893 1.67 4.9E902
235
sym FBgn Δlog2 padj sym FBgn Δlog2 padj
CG17003 FBgn0031082 1.64 4.8E902 CG18480 FBgn0028518 91.53 1.1E902
CG17026 FBgn0036550 91.41 3.2E903 CG18528 FBgn0039189 1.02 2.9E902
CG1703 FBgn0030321 90.54 1.4E902 CG18547 FBgn0037973 1.61 9.7E906
CG17036 FBgn0032449 1.59 5.2E906 CG18622 FBgn0038460 0.99 7.8E903
CG17075 FBgn0031239 91.38 2.3E902 CG18635 FBgn0034279 92.33 2.0E902
CG17109 FBgn0039051 92.07 2.1E904 CG18636 FBgn0032551 3.82 4.1E907
CG17145 FBgn0036953 94.57 2.9E902 CG18649 FBgn0036469 93.80 3.3E904
CG17147 FBgn0260393 94.45 2.2E902 CG18659 FBgn0027561 0.97 1.4E903
CG1718 FBgn0031170 91.19 2.1E902 CG18745 FBgn0042102 92.37 5.5E905
CG17271 FBgn0038829 91.18 5.9E904 CG18747 FBgn0042104 92.52 5.1E904
CG18788 FBgn0042126 2.31 3.7E903 CG30463 FBgn0050463 91.63 2.9E903
CG18815 FBgn0042138 90.54 4.2E903 CG3077 FBgn0031457 0.81 4.9E903
CG1942 FBgn0033215 93.47 1.2E903 CG31064 FBgn0051064 0.80 9.7E906
CG1971 FBgn0039881 0.98 3.5E902 CG31087 FBgn0051087 94.32 1.1E904
CG2016 FBgn0250839 2.01 2.9E904 CG31103 FBgn0051103 94.57 1.5E903
CG2070 FBgn0033203 3.59 3.0E903 CG31106 FBgn0051106 91.72 2.7E902
CG2145 FBgn0030251 92.32 4.5E908 CG31126 FBgn0051126 1.33 1.0E907
CG2162 FBgn0035388 90.55 7.6E905 CG31226 FBgn0051226 2.00 2.4E902
CG2187 FBgn0017448 93.32 2.0E905 CG31259 FBgn0051259 93.62 7.1E905
CG2233 FBgn0029990 0.91 1.2E902 CG31272 FBgn0051272 93.70 1.4E907
Cg25C FBgn0000299 91.07 9.0E906 CG31323 FBgn0051323 91.48 3.6E904
CG2641 FBgn0037518 91.40 8.9E909 CG31324 FBgn0051324 91.13 1.6E903
CG2691 FBgn0030504 90.89 2.7E903 CG31344 FBgn0051344 1.36 2.6E903
CG2736 FBgn0035090 91.56 1.6E905 CG31368 FBgn0051368 90.70 1.8E902
CG2767 FBgn0037537 90.54 3.6E902 CG31373 FBgn0051373 90.97 3.5E902
CG2818 FBgn0031566 0.73 5.4E904 CG31380 FBgn0051380 93.52 1.7E907
CG2875 FBgn0029672 90.89 1.1E902 CG31454 FBgn0051454 91.40 2.2E902
CG2918 FBgn0023529 90.92 2.1E902 CG31496 FBgn0051496 95.55 1.4E905
CG2930 FBgn0028491 92.65 2.1E907 CG31522 FBgn0051522 90.92 4.8E902
CG2972 FBgn0030177 90.78 1.9E902 CG31606 FBgn0051606 3.00 2.2E902
CG2991 FBgn0031474 0.57 5.0E902 CG3163 FBgn0034961 0.70 4.6E902
CG30010 FBgn0050010 1.53 2.7E908 CG31633 FBgn0051633 1.45 5.4E903
CG30025 FBgn0050025 94.21 1.2E902 CG31636 FBgn0051636 2.82 6.0E910
CG30033 FBgn0050033 94.95 3.0E903 CG31659 FBgn0051659 2.05 4.0E903
CG30069 FBgn0050069 91.15 2.9E903 CG31663 FBgn0051663 0.92 2.3E902
CG30083 FBgn0050083 1.43 3.1E902 CG31664 FBgn0051664 92.64 1.5E903
CG30088 FBgn0050088 2.15 8.0E905 CG3168 FBgn0029896 1.02 4.8E902
CG3009 FBgn0029720 91.93 1.2E902 CG31683 FBgn0051683 1.67 3.2E902
CG30090 FBgn0050090 1.71 2.6E902 CG31698 FBgn0051698 97.17 7.5E908
CG30099 FBgn0050099 1.55 1.5E902 CG31741 FBgn0051741 95.76 1.5E902
CG30109 FBgn0050109 1.39 2.2E905 CG31751 FBgn0086909 90.88 4.1E902
236
sym FBgn Δlog2 padj sym FBgn Δlog2 padj
CG30118 FBgn0050118 91.03 1.0E905 CG3176 FBgn0029524 1.02 2.0E902
CG30122 FBgn0050122 90.45 4.1E902 CG31769 FBgn0051769 92.35 3.7E907
CG30148 FBgn0050148 91.45 8.4E906 CG31777 FBgn0051777 2.11 6.9E903
CG30187 FBgn0050187 91.16 3.7E903 CG31792 FBgn0051792 94.06 3.8E908
CG30192 FBgn0050192 1.85 3.2E902 CG31806 FBgn0051806 1.75 4.1E902
CG30287 FBgn0050287 1.63 6.1E903 CG31915 FBgn0051915 90.69 6.7E903
CG30288 FBgn0050288 92.68 2.0E904 CG31918 FBgn0031678 91.36 3.1E906
CG30345 FBgn0050345 91.63 1.8E905 CG31954 FBgn0051954 6.35 1.5E904
CG30349 FBgn0050349 90.70 3.1E903 CG31955 FBgn0051955 2.01 2.6E907
CG30371 FBgn0050371 95.81 5.8E917 CG31974 FBgn0051974 2.64 5.8E910
CG30394 FBgn0050394 91.32 7.1E904 CG32054 FBgn0052054 93.00 3.6E902
CG30431 FBgn0050431 1.27 1.4E903 CG32066 FBgn0052066 0.88 7.2E904
CG32107 FBgn0052107 93.22 2.0E902 CG33998 FBgn0053998 7.76 2.6E913
CG32109 FBgn0052109 0.47 3.4E902 CG34007 FBgn0054007 1.49 3.1E902
CG32115 FBgn0052115 92.27 4.1E907 CG34010 FBgn0054010 2.35 9.8E906
CG32164 FBgn0042177 90.60 2.5E902 CG34043 FBgn0054043 91.11 4.4E902
CG32182 FBgn0052182 2.45 9.8E905 CG34159 FBgn0085188 0.60 4.9E902
CG32191 FBgn0052191 93.74 1.5E937 CG34170 FBgn0085199 2.39 1.8E903
CG32198 FBgn0052198 96.55 1.0E903 CG34193 FBgn0085222 4.19 6.7E905
CG32225 FBgn0052225 93.15 3.6E902 CG34206 FBgn0085235 3.52 3.2E907
CG3224 FBgn0029885 90.90 7.4E904 CG34236 FBgn0085265 2.45 5.9E906
CG32243 FBgn0052243 0.92 1.2E903 CG34244 FBgn0085273 4.79 8.0E909
CG32249 FBgn0052249 93.06 3.1E902 CG34253 FBgn0085282 0.97 9.6E903
CG32344 FBgn0052344 90.73 3.7E904 CG34256 FBgn0085285 1.32 1.4E902
CG32407 FBgn0052407 92.29 2.7E906 CG34276 FBgn0085305 94.95 3.2E904
CG32425 FBgn0052425 91.71 6.0E907 CG34278 FBgn0085307 94.26 2.8E902
CG32428 FBgn0052428 92.02 1.3E913 CG34291 FBgn0085320 91.60 1.4E902
CG32512 FBgn0052512 91.03 4.1E902 CG34296 FBgn0085325 1.50 1.8E902
CG32521 FBgn0052521 90.57 3.8E902 CG34301 FBgn0085330 92.56 2.3E902
CG32588 FBgn0052588 1.72 4.8E902 CG34316 FBgn0085345 92.70 2.4E902
CG3264 FBgn0034712 93.33 2.3E904 CG34325 FBgn0085354 2.54 2.3E908
CG32647 FBgn0052647 93.80 4.0E923 CG34331 FBgn0085360 91.63 9.3E908
CG32669 FBgn0052669 92.47 1.2E904 CG34332 FBgn0085361 2.40 1.7E902
CG3270 FBgn0033093 91.58 2.1E902 CG34340 FBgn0085369 92.71 4.2E904
CG32732 FBgn0052732 90.58 5.0E903 CG34370 FBgn0085399 91.55 3.1E902
CG32762 FBgn0052762 4.71 2.0E904 CG34376 FBgn0085405 1.58 2.2E907
CG32795 FBgn0040384 90.43 1.4E902 CG34404 FBgn0085433 0.77 3.5E902
CG32815 FBgn0052815 91.61 3.0E902 CG34408 FBgn0085437 90.60 9.2E903
CG3292 FBgn0034710 95.17 1.3E911 CG34426 FBgn0085455 91.93 1.6E902
CG32982 FBgn0052982 2.09 6.6E907 CG34460 FBgn0085489 1.80 2.5E902
CG33052 FBgn0053052 91.44 4.8E907 CG3505 FBgn0038250 1.17 3.0E904
237
sym FBgn Δlog2 padj sym FBgn Δlog2 padj
CG33056 FBgn0053056 90.79 2.2E902 CG3520 FBgn0034859 90.62 3.9E903
CG33080 FBgn0053080 2.68 1.5E917 CG3529 FBgn0035995 90.62 2.5E902
CG33090 FBgn0028916 90.83 2.8E902 CG3570 FBgn0035035 90.82 2.3E902
CG33123 FBgn0053123 91.22 4.6E906 CG3588 FBgn0025643 92.73 2.5E903
CG33230 FBgn0053230 90.63 3.5E902 CG3597 FBgn0031417 1.76 1.6E902
CG33281 FBgn0053281 92.70 8.8E906 CG3604 FBgn0031562 1.89 4.3E902
CG33303 FBgn0053303 91.13 1.9E905 CG3635 FBgn0032981 92.26 9.1E903
CG33307 FBgn0053307 91.64 4.3E904 CG3662 FBgn0031285 90.48 2.6E902
CG3332 FBgn0031514 93.05 1.9E905 CG3687 FBgn0034097 1.73 3.7E902
CG33332 FBgn0067629 90.70 4.7E902 CG3699 FBgn0040349 3.73 6.6E916
CG3335 FBgn0036018 90.77 1.1E902 CG3700 FBgn0034796 1.78 1.9E903
CG3348 FBgn0040609 92.52 9.3E907 CG3714 FBgn0031589 91.56 6.9E910
CG3355 FBgn0031619 3.84 3.8E905 CG3726 FBgn0029824 1.48 3.1E905
CG33947 FBgn0083068 1.22 1.2E902 CG3775 FBgn0030425 94.62 4.4E922
CG3868 FBgn0036422 93.09 5.9E903 CG42847 FBgn0262036 1.48 4.8E905
CG3902 FBgn0036824 91.36 5.5E904 CG42867 FBgn0262141 2.36 1.6E903
CG3939 FBgn0040396 0.94 1.6E902 CG42876 FBgn0262150 2.27 1.4E904
CG3940 FBgn0037788 2.80 2.6E906 CG4293 FBgn0024983 91.05 4.2E907
CG3961 FBgn0036821 91.54 1.2E905 CG4301 FBgn0030747 91.87 3.3E904
CG3984 FBgn0038291 92.74 1.6E911 CG4306 FBgn0036787 90.84 3.7E902
CG4038 FBgn0011824 91.07 4.7E904 CG43061 FBgn0262363 1.94 3.0E902
CG4050 FBgn0020312 90.48 2.0E902 CG43078 FBgn0262508 91.32 1.7E903
CG4078 FBgn0029798 90.80 6.8E903 CG43082 FBgn0262528 6.67 1.0E906
CG4133 FBgn0031257 91.79 1.9E902 CG43083 FBgn0262529 93.17 1.5E902
CG4151 FBgn0029770 4.77 3.7E905 CG43085 FBgn0262531 92.15 2.1E903
CG42235 FBgn0250757 93.05 4.7E907 CG43103 FBgn0262563 1.10 1.8E903
CG42237 FBgn0250862 92.71 3.2E902 CG43107 FBgn0262567 1.44 1.8E902
CG42268 FBgn0259163 91.27 1.8E902 CG43109 FBgn0262569 92.08 6.0E903
CG42322 FBgn0259222 92.44 1.9E903 CG43139 FBgn0262613 94.17 3.5E902
CG42355 FBgn0259701 1.66 3.6E902 CG43153 FBgn0262683 92.33 1.2E902
CG42361 FBgn0259707 91.64 2.6E902 CG43165 FBgn0262721 92.57 7.7E905
CG42365 FBgn0259711 0.78 5.9E903 CG43179 FBgn0262808 2.96 4.1E905
CG42369 FBgn0259715 92.21 8.4E903 CG43248 FBgn0262893 92.15 3.1E902
CG4239 FBgn0030745 90.70 1.4E902 CG4325 FBgn0026878 91.22 5.8E904
CG42395 FBgn0259741 0.90 3.7E902 CG43291 FBgn0262983 91.98 8.6E903
CG42489 FBgn0259992 92.91 8.7E905 CG43313 FBgn0263005 91.25 3.2E904
CG42492 FBgn0259994 92.01 4.6E902 CG43315 FBgn0263020 96.82 3.2E903
CG42514 FBgn0260388 92.37 3.3E911 CG4332 FBgn0030456 90.76 5.7E904
CG42524 FBgn0260429 91.20 1.2E903 CG43335 FBgn0263040 2.80 2.1E903
CG42535 FBgn0260643 1.60 4.9E902 CG43336 FBgn0263041 3.18 1.8E903
CG42675 FBgn0261561 1.43 1.5E902 CG4335 FBgn0038795 91.63 1.6E903
238
sym FBgn Δlog2 padj sym FBgn Δlog2 padj
CG42680 FBgn0261566 5.69 3.9E914 CG43394 FBgn0263256 91.37 1.3E902
CG4269 FBgn0034741 1.11 3.8E905 CG43427 FBgn0263346 91.36 3.4E904
CG42694 FBgn0261584 1.55 9.6E909 CG43446 FBgn0263400 1.94 3.2E903
CG42711 FBgn0261628 2.19 9.0E903 CG43618 FBgn0263596 2.50 3.8E902
CG42713 FBgn0261630 4.82 4.5E903 CG4362 FBgn0038784 3.69 1.3E904
CG42716 FBgn0261633 4.30 4.6E902 CG4363 FBgn0034663 94.08 4.1E902
CG42717 FBgn0261634 6.60 4.1E911 CG43693 FBgn0263776 91.83 7.8E903
CG42729 FBgn0261682 94.58 1.5E904 CG43737 FBgn0263994 92.59 3.7E902
CG42733 FBgn0261686 1.88 3.8E902 CG43742 FBgn0263999 93.46 8.4E909
CG42748 FBgn0261802 91.08 9.1E903 CG4375 FBgn0031295 1.63 4.3E902
CG42792 FBgn0261925 3.63 2.9E905 CG43778 FBgn0264308 92.73 3.6E903
CG42806 FBgn0261975 91.01 2.9E904 CG43897 FBgn0264489 91.54 2.8E906
CG42807 FBgn0261989 1.52 1.3E902 CG43921 FBgn0264542 91.83 1.8E902
CG42817 FBgn0261999 1.85 1.8E906 CG4393 FBgn0039075 1.18 4.5E903
CG42832 FBgn0262021 95.72 2.5E902 CG44006 FBgn0264748 1.27 4.7E902
CG42841 FBgn0262030 1.88 4.0E902 CG44014 FBgn0264776 1.31 3.3E904
CG44037 FBgn0264829 1.68 4.0E902 CG5080 FBgn0031313 91.06 5.6E903
CG4407 FBgn0030431 1.67 8.2E906 CG5096 FBgn0032235 91.65 4.9E902
CG44098 FBgn0264907 92.38 8.1E904 CG5150 FBgn0035620 95.43 3.2E904
CG4433 FBgn0038763 90.56 1.9E902 CG5151 FBgn0036576 91.44 1.8E903
CG44403 FBgn0265576 1.68 3.1E902 CG5177 FBgn0031908 91.83 3.7E902
CG44475 FBgn0265668 4.40 9.1E906 CG5191 FBgn0038803 1.02 1.7E902
CG4452 FBgn0035981 90.89 4.7E913 CG5210 FBgn0013763 92.28 2.5E906
CG4462 FBgn0038752 92.28 7.7E903 CG5214 FBgn0037891 0.51 4.0E905
CG4465 FBgn0038750 92.94 3.2E902 CG5290 FBgn0036772 91.46 2.2E903
CG44956 FBgn0266261 96.89 1.1E907 CG5321 FBgn0030575 91.50 2.2E902
CG4500 FBgn0028519 92.55 1.7E905 CG5361 FBgn0037786 91.80 4.0E902
CG4502 FBgn0031896 0.97 4.9E907 CG5377 FBgn0038974 0.83 1.1E903
CG45057 FBgn0266417 92.84 7.4E904 CG5391 FBgn0038943 93.93 2.7E903
CG45076 FBgn0266446 92.19 2.1E902 CG5402 FBgn0039521 93.71 8.6E903
CG45081 FBgn0266456 6.48 3.0E911 CG5404 FBgn0038354 92.09 4.0E902
CG45486 FBgn0267042 1.95 2.5E902 CG5421 FBgn0032434 1.24 4.1E902
CG4554 FBgn0034734 90.92 1.1E902 CG5484 FBgn0039450 90.64 6.4E903
CG4562 FBgn0038740 1.50 4.1E903 CG5493 FBgn0034364 0.76 3.1E902
CG4585 FBgn0025335 1.02 1.3E906 CG5527 FBgn0039564 92.36 2.8E905
CG4587 FBgn0028863 91.87 2.7E902 CG5554 FBgn0034914 1.15 1.0E902
CG4607 FBgn0029932 90.91 2.1E902 CG5561 FBgn0031333 2.16 4.5E902
CG4610 FBgn0034735 90.47 4.2E902 CG5589 FBgn0036754 90.98 3.4E902
CG4615 FBgn0029935 91.12 2.1E903 CG5618 FBgn0036975 1.74 2.2E904
CG4619 FBgn0032166 91.14 3.3E903 CG5697 FBgn0038846 5.58 1.5E920
CG4702 FBgn0037992 2.10 4.8E903 CG5707 FBgn0026593 91.75 9.6E904
239
sym FBgn Δlog2 padj sym FBgn Δlog2 padj
CG4716 FBgn0033820 91.67 9.3E904 CG5724 FBgn0038082 93.56 2.9E903
CG4721 FBgn0039024 93.02 2.5E909 CG5728 FBgn0039182 90.79 4.3E902
CG4723 FBgn0039023 91.74 1.3E910 CG5746 FBgn0039186 90.52 4.9E902
CG4725 FBgn0039022 93.70 2.7E933 CG5756 FBgn0034301 95.12 3.2E902
CG4752 FBgn0034733 92.20 1.6E906 CG5781 FBgn0032448 1.82 4.5E902
CG4781 FBgn0035043 91.68 7.2E903 CG5789 FBgn0039207 92.69 2.1E909
CG4793 FBgn0028514 92.58 5.2E910 CG5793 FBgn0038858 2.14 5.5E905
CG4806 FBgn0260456 90.63 1.4E902 CG5819 FBgn0034717 91.40 1.7E902
CG4835 FBgn0035607 93.90 6.9E903 CG5885 FBgn0025700 91.34 1.5E909
CG4847 FBgn0034229 93.10 1.6E902 CG5902 FBgn0039136 0.66 2.9E903
CG4968 FBgn0032214 0.51 3.6E902 CG5910 FBgn0036993 2.15 3.4E909
CG4995 FBgn0032219 90.98 4.3E902 CG5938 FBgn0046247 1.07 4.2E907
CG5004 FBgn0260748 1.39 9.4E905 CG5991 FBgn0026576 90.96 2.6E902
CG5011 FBgn0040723 94.99 9.2E903 CG6006 FBgn0063649 92.18 1.7E902
CG5022 FBgn0032225 91.43 4.3E902 CG6024 FBgn0036202 92.02 2.3E902
CG5023 FBgn0038774 93.21 2.0E903 CG6067 FBgn0029828 1.00 4.5E903
CG5033 FBgn0028744 90.89 4.2E903 CG6084 FBgn0086254 0.97 7.7E903
CG5044 FBgn0038326 0.53 1.7E902 CG6091 FBgn0036180 0.51 2.7E902
CG6142 FBgn0039415 93.27 4.1E903 CG7252 FBgn0036226 95.55 9.2E905
CG6175 FBgn0036152 0.67 4.2E902 CG7255 FBgn0036493 93.70 1.7E933
CG6178 FBgn0039156 91.03 2.8E902 CG7265 FBgn0038272 91.42 2.7E902
CG6225 FBgn0038072 1.37 4.8E902 CG7272 FBgn0036501 92.31 3.5E908
CG6287 FBgn0032350 1.23 1.3E903 CG7276 FBgn0036499 1.91 2.9E902
CG6295 FBgn0039471 95.26 2.0E902 CG7298 FBgn0036948 93.92 1.9E902
CG6296 FBgn0039470 96.81 2.9E904 CG7299 FBgn0032282 93.44 6.7E903
CG6356 FBgn0039178 92.33 5.9E908 CG7320 FBgn0036782 91.04 6.9E903
CG6357 FBgn0033875 1.44 3.0E902 CG7357 FBgn0038551 90.40 2.5E902
CG6415 FBgn0032287 92.48 3.0E905 CG7367 FBgn0031976 2.16 4.7E903
CG6426 FBgn0034162 93.05 3.3E907 CG7369 FBgn0037188 90.92 9.5E904
CG6428 FBgn0029689 91.21 1.1E903 CG7381 FBgn0038098 92.61 2.2E903
CG6465 FBgn0037818 91.57 1.5E903 CG7402 FBgn0036768 95.25 3.7E907
CG6574 FBgn0037846 91.48 2.9E905 CG7408 FBgn0036765 91.07 5.5E903
CG6650 FBgn0036402 0.64 2.9E905 CG7456 FBgn0032258 90.47 7.2E903
CG6664 FBgn0036685 0.34 1.4E902 CG7458 FBgn0037144 91.74 1.4E903
CG6674 FBgn0036063 0.73 7.5E904 CG7460 FBgn0036749 0.77 2.9E902
CG6695 FBgn0039215 90.60 4.7E903 CG7523 FBgn0038533 90.66 1.1E903
CG6701 FBgn0033889 0.80 2.6E902 CG7530 FBgn0038256 1.05 1.4E902
CG6707 FBgn0036058 0.92 1.6E903 CG7587 FBgn0038523 96.68 8.8E909
CG6712 FBgn0032408 91.03 5.9E903 CG7606 FBgn0040565 94.95 3.1E905
CG6830 FBgn0037934 92.85 1.6E903 CG7627 FBgn0032026 1.60 4.5E905
CG6836 FBgn0036834 1.96 3.2E903 CG7702 FBgn0038638 90.86 1.2E902
240
sym FBgn Δlog2 padj sym FBgn Δlog2 padj
CG6870 FBgn0032652 93.07 1.3E911 CG7728 FBgn0036686 90.70 1.6E902
CG6891 FBgn0030955 1.23 1.7E902 CG7737 FBgn0033584 1.22 6.0E903
CG6910 FBgn0036262 94.44 5.5E920 CG7739 FBgn0036509 0.55 2.3E902
CG6912 FBgn0038290 92.10 6.7E904 CG7778 FBgn0032025 2.83 3.4E904
CG6933 FBgn0036952 94.95 3.6E904 CG7781 FBgn0032021 91.82 1.4E903
CG6937 FBgn0038989 90.74 4.9E902 CG7845 FBgn0033059 90.79 1.3E902
CG6961 FBgn0030959 0.64 4.7E902 CG7872 FBgn0030658 90.83 7.9E903
CG6966 FBgn0038286 0.83 4.8E902 CG7906 FBgn0036417 4.50 3.0E906
CG7016 FBgn0039238 91.46 2.6E910 CG7924 FBgn0036416 5.26 6.2E909
CG7059 FBgn0038957 1.52 8.4E903 CG7968 FBgn0028532 93.90 3.2E902
CG7071 FBgn0260467 3.15 3.7E911 CG7991 FBgn0035260 91.44 3.2E902
CG7084 FBgn0038938 3.30 7.1E907 CG7992 FBgn0031004 91.78 7.5E904
CG7139 FBgn0027532 90.79 1.7E902 CG8008 FBgn0033387 1.64 9.1E903
CG7149 FBgn0031948 91.22 6.6E905 CG8031 FBgn0038110 0.79 3.0E902
CG7220 FBgn0033544 1.23 7.7E903 CG8036 FBgn0037607 91.14 1.4E905
CG7222 FBgn0033551 1.31 2.1E906 CG8046 FBgn0033388 1.82 7.1E903
CG7227 FBgn0031970 3.13 5.8E910 CG8083 FBgn0025709 91.97 1.4E906
CG7231 FBgn0031968 0.97 3.5E903 CG8100 FBgn0036410 0.95 1.7E902
CG7246 FBgn0030081 90.94 3.3E903 CG8108 FBgn0027567 1.22 3.4E904
CG7248 FBgn0036229 94.81 1.9E903 CG8112 FBgn0037612 91.18 2.8E903
CG8128 FBgn0030668 1.84 5.8E911 CG9259 FBgn0032913 94.68 1.3E923
CG8157 FBgn0034010 92.12 3.2E904 CG9270 FBgn0032908 1.79 5.7E905
CG8160 FBgn0034011 93.60 1.4E908 CG9281 FBgn0030672 90.67 5.7E903
CG8176 FBgn0037702 0.62 4.9E902 CG9286 FBgn0038183 90.84 7.8E903
CG8230 FBgn0027607 91.11 2.2E907 CG9297 FBgn0038181 92.74 5.7E904
CG8249 FBgn0034045 2.26 3.9E905 CG9304 FBgn0034674 0.95 2.3E902
CG8299 FBgn0034052 2.23 2.8E902 CG9305 FBgn0032512 90.57 3.6E902
CG8311 FBgn0034141 90.82 3.3E902 CG9331 FBgn0032889 91.94 2.6E904
CG8323 FBgn0033903 2.54 1.7E914 CG9394 FBgn0034588 94.39 1.9E902
CG8329 FBgn0036022 8.31 2.2E904 CG9413 FBgn0030574 92.33 4.0E904
CG8358 FBgn0037727 2.30 5.7E905 CG9426 FBgn0032485 0.42 1.6E902
CG8389 FBgn0034063 90.96 4.8E902 CG9447 FBgn0033110 91.82 1.9E902
CG8405 FBgn0034071 1.02 4.4E902 CG9449 FBgn0036875 91.32 3.5E903
CG8412 FBgn0037743 90.74 9.2E903 CG9497 FBgn0031800 3.19 3.2E910
CG8420 FBgn0037664 1.41 1.0E902 CG9505 FBgn0031805 91.25 1.6E902
CG8501 FBgn0033724 1.19 8.0E905 CG9507 FBgn0031808 92.40 9.8E903
CG8539 FBgn0035791 3.67 5.3E915 CG9522 FBgn0030587 1.94 4.7E903
CG8547 FBgn0033919 91.81 2.2E905 CG9527 FBgn0031813 90.97 1.7E904
CG8550 FBgn0033742 92.64 2.2E909 CG9547 FBgn0031824 1.25 2.8E902
CG8602 FBgn0035763 0.42 1.4E902 CG9629 FBgn0036857 1.39 2.6E904
CG8611 FBgn0027602 90.72 2.2E902 CG9630 FBgn0037561 90.72 6.9E903
241
sym FBgn Δlog2 padj sym FBgn Δlog2 padj
CG8613 FBgn0033924 90.79 6.0E906 CG9650 FBgn0029939 91.39 1.5E902
CG8641 FBgn0035733 93.28 3.4E906 CG9669 FBgn0036667 90.69 1.5E903
CG8642 FBgn0033312 91.43 2.7E902 CG9674 FBgn0036663 92.65 3.3E919
CG8665 FBgn0032945 93.44 4.5E910 CG9701 FBgn0036659 4.04 2.8E906
CG8735 FBgn0033309 90.72 4.9E902 CG9801 FBgn0037623 1.72 1.2E904
CG8738 FBgn0033321 2.15 2.0E903 CG9812 FBgn0034860 2.51 2.0E904
CG8740 FBgn0027585 91.32 1.2E903 CG9839 FBgn0037633 91.16 1.0E903
CG8771 FBgn0033766 90.88 6.1E903 CG9849 FBgn0034803 90.70 4.8E904
CG8773 FBgn0038135 94.21 2.0E903 CG9855 FBgn0037242 0.29 3.6E902
CG8814 FBgn0031478 90.75 4.2E903 CG9864 FBgn0034490 92.48 1.4E903
CG8854 FBgn0033702 3.39 2.0E904 CG9896 FBgn0034808 91.81 2.9E902
CG8888 FBgn0033679 94.18 1.7E904 CG9903 FBgn0030756 93.04 2.3E902
CG8909 FBgn0030706 91.75 4.7E902 CG9928 FBgn0032472 92.43 1.0E902
CG8939 FBgn0030720 90.98 1.1E903 CG9932 FBgn0262160 91.03 3.4E902
CG9008 FBgn0028540 91.83 1.0E905 CG9990 FBgn0039594 90.91 2.2E902
CG9040 FBgn0036394 94.48 3.3E904 CG9992 FBgn0030744 0.54 1.7E902
CG9098 FBgn0031762 92.31 1.1E902 cher FBgn0014141 92.83 3.2E918
CG9175 FBgn0031779 90.74 1.7E902 Cht4 FBgn0022700 3.02 4.5E902
CG9220 FBgn0030662 91.71 2.3E907 cib FBgn0026084 1.41 2.8E904
CG9246 FBgn0032925 90.90 1.5E903 CkIIbeta2 FBgn0026136 1.76 4.8E902
CG9253 FBgn0032919 90.92 2.0E903 cln3 FBgn0036756 91.40 4.2E902
CG9257 FBgn0032916 90.74 8.2E903 clumsy FBgn0026255 91.70 9.2E903
CngB FBgn0266346 91.52 2.2E902 CR44390 FBgn0265540 1.32 5.7E904
CNMa FBgn0035282 92.37 1.5E904 CR44414 FBgn0265587 4.33 4.2E903
cnn FBgn0013765 1.46 6.2E907 CR44510 FBgn0265703 92.02 2.5E904
Cog3 FBgn0031536 90.74 2.5E905 CR44599 FBgn0265810 91.43 4.1E902
Cont FBgn0037240 90.73 7.3E903 CR44602 FBgn0265813 2.60 1.6E902
cora FBgn0010434 90.91 1.2E903 CR44616 FBgn0265827 2.49 2.9E902
Corin FBgn0033192 1.48 9.9E903 CR44632 FBgn0265843 93.51 2.5E910
corn FBgn0259173 91.62 9.2E906 CR44640 FBgn0265851 94.53 6.6E903
coro FBgn0265935 0.98 1.5E908 CR44727 FBgn0265940 2.24 1.4E902
corto FBgn0010313 90.62 3.4E902 CR44756 FBgn0265977 2.58 1.3E902
cpa FBgn0034577 0.62 6.2E903 CR44846 FBgn0266140 2.73 4.6E902
cpb FBgn0011570 0.72 1.3E903 CR44912 FBgn0266217 4.23 3.6E905
cpo FBgn0263995 91.13 3.9E902 CR44977 FBgn0266312 1.72 3.4E902
Cpr FBgn0015623 0.88 4.6E903 CR44987 FBgn0266322 91.63 3.5E902
Cpr11A FBgn0030394 95.41 2.1E904 CR45004 FBgn0266356 4.06 8.4E905
Cpr49Ac FBgn0033725 91.24 1.1E903 CR45007 FBgn0266359 93.74 7.7E903
Cpr64Aa FBgn0035510 96.31 2.5E904 CR45018 FBgn0266376 1.09 7.3E903
Cpr67B FBgn0035985 94.36 3.6E905 CR45043 FBgn0266403 5.35 2.6E903
cpx FBgn0041605 91.48 2.6E902 CR45048 FBgn0266408 0.94 4.6E902
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CR31144 FBgn0051144 2.04 2.3E902 CR45108 FBgn0266577 92.37 4.3E903
CR31781 FBgn0051781 91.75 1.9E902 CR45145 FBgn0266638 4.86 1.9E911
CR32194 FBgn0052194 1.05 2.9E902 CR45242 FBgn0266777 93.20 1.4E902
CR34044 FBgn0054044 92.39 6.5E903 CR45264 FBgn0266802 1.31 2.1E902
CR42746 FBgn0261709 2.89 1.2E902 CR45265 FBgn0266803 3.66 7.6E904
CR42791 FBgn0261924 3.29 2.6E903 CR45321 FBgn0266860 1.45 2.2E902
CR43279 FBgn0262968 1.71 4.1E902 CR45382 FBgn0266931 91.91 3.7E902
CR43283 FBgn0262972 92.44 1.7E902 CR45397 FBgn0266946 2.95 2.6E902
CR43297 FBgn0262989 1.82 5.0E902 CR45424 FBgn0266973 2.47 7.1E903
CR43300 FBgn0262992 1.95 7.5E903 CR45431 FBgn0266980 3.31 2.4E902
CR43428 FBgn0263376 5.83 7.7E904 CR45445 FBgn0266994 91.94 8.2E903
CR43451 FBgn0263405 2.84 5.0E902 CR45522 FBgn0267078 4.86 2.3E902
CR43459 FBgn0263413 91.96 7.2E904 CR45593 FBgn0267153 1.74 9.1E904
CR43493 FBgn0263504 91.45 5.6E903 CR45722 FBgn0267286 3.70 2.4E905
CR43626 FBgn0263617 91.40 1.0E902 CR45755 FBgn0267319 92.66 4.7E902
CR43641 FBgn0263650 2.53 3.2E905 CrebA FBgn0004396 91.55 2.2E907
CR43727 FBgn0263975 0.88 1.4E902 CREG FBgn0025456 0.76 4.1E902
CR43751 FBgn0265017 1.89 3.7E902 CRMP FBgn0023023 1.88 7.3E905
CR43808 FBgn0264352 93.90 1.8E902 crq FBgn0015924 0.95 2.0E904
CR43864 FBgn0264446 91.88 2.9E903 cry FBgn0025680 2.23 1.2E903
CR43928 FBgn0264549 92.06 2.5E903 Crz FBgn0013767 92.20 4.7E902
CR44135 FBgn0264984 2.02 1.4E905 CrzR FBgn0036278 92.47 1.8E903
CR44179 FBgn0265068 90.84 1.8E902 CS92 FBgn0029091 91.64 2.7E902
CR44192 FBgn0265081 92.54 3.7E902 CSN7 FBgn0028836 0.39 5.4E903
csul FBgn0015925 90.65 1.7E902 dco FBgn0002413 0.53 3.1E902
Ctr1A FBgn0062413 0.77 4.0E902 Dd FBgn0029067 0.95 5.4E903
cu FBgn0261808 1.57 2.4E904 Decay FBgn0028381 92.44 9.0E906
cue FBgn0011204 91.42 6.3E905 Def FBgn0010385 5.03 3.2E904
Cul1 FBgn0015509 0.72 1.3E903 Desat1 FBgn0086687 91.71 1.8E905
Cul2 FBgn0032956 90.99 1.5E903 Df31 FBgn0022893 90.91 2.0E902
CYLD FBgn0032210 0.85 2.2E903 Dh319R FBgn0052843 91.26 1.4E902
Cyp12a5 FBgn0038680 93.88 3.5E908 Dh449R2 FBgn0033744 91.29 2.6E902
Cyp12b2 FBgn0034387 91.54 3.5E902 dia FBgn0011202 1.11 1.6E902
Cyp12e1 FBgn0037817 90.97 2.9E902 Dip9B FBgn0000454 1.16 4.8E902
Cyp28a5 FBgn0028940 93.99 1.3E920 dmGlut FBgn0010497 5.15 2.5E926
Cyp304a1 FBgn0038095 91.89 3.1E905 Dmtn FBgn0037443 0.97 2.2E902
Cyp309a1 FBgn0031432 2.00 3.0E903 dpp FBgn0000490 1.96 1.2E907
Cyp309a2 FBgn0041337 1.58 3.2E902 dpr12 FBgn0085414 92.41 3.4E905
Cyp4aa1 FBgn0034053 2.68 4.7E904 Drat FBgn0033188 90.83 3.3E902
Cyp4ac1 FBgn0031693 93.95 1.8E918 drd FBgn0260006 92.73 3.7E904
Cyp4ac2 FBgn0031694 94.36 6.4E907 dre4 FBgn0002183 90.44 3.7E902
243
sym FBgn Δlog2 padj sym FBgn Δlog2 padj
Cyp4ac3 FBgn0031695 93.37 2.7E904 Dref FBgn0015664 90.75 5.1E903
Cyp4ad1 FBgn0033292 92.05 5.1E909 Drep1 FBgn0024732 1.00 1.0E902
Cyp4d2 FBgn0011576 91.36 3.6E902 drk FBgn0004638 91.56 7.8E909
Cyp4e3 FBgn0015035 93.36 3.7E903 Dronc FBgn0026404 1.63 9.8E908
Cyp4g15 FBgn0030304 93.68 8.5E904 drosha FBgn0026722 90.42 4.3E902
Cyp4p1 FBgn0015037 91.95 7.1E905 Drs FBgn0283461 2.36 4.5E904
Cyp4p2 FBgn0033395 93.08 4.6E904 Drsl1 FBgn0052274 94.41 4.6E903
Cyp4p3 FBgn0033397 92.17 3.9E904 Drsl2 FBgn0052279 4.98 5.2E906
Cyp4s3 FBgn0030615 92.05 1.2E904 Drsl5 FBgn0035434 2.15 3.3E904
Cyp6a18 FBgn0039519 93.38 1.5E904 Dscam2 FBgn0265296 92.55 1.7E902
Cyp6a23 FBgn0033978 92.19 4.2E906 Dtg FBgn0038071 1.76 5.8E906
Cyp6a9 FBgn0013771 92.30 3.5E905 dve FBgn0020307 91.67 1.1E902
Cyp6g1 FBgn0025454 92.85 3.0E910 Dyb FBgn0033739 90.91 3.5E903
Cyp6g2 FBgn0033696 91.54 2.4E904 Dyrk2 FBgn0016930 2.50 2.2E907
Cyp6t3 FBgn0033697 95.43 4.6E908 dysc FBgn0264006 91.62 5.9E903
Cyp6w1 FBgn0033065 93.88 9.0E906 e FBgn0000527 3.29 4.1E905
Cyp9b1 FBgn0015038 93.07 2.4E909 E(spl)m59HLHFBgn0002631 91.38 2.4E902
Cyp9b2 FBgn0015039 91.90 1.9E903 E2f1 FBgn0011766 90.68 7.8E903
Cyp9f2 FBgn0038037 92.25 1.1E906 Eaat1 FBgn0026439 94.94 6.8E932
Cys FBgn0004629 2.01 4.6E906 eag FBgn0000535 91.88 2.3E902
D2hgdh FBgn0023507 1.91 3.0E903 eater FBgn0243514 92.30 1.1E905
dac FBgn0005677 90.88 4.8E902 Eb1 FBgn0027066 0.79 3.6E903
Dad FBgn0020493 90.63 4.6E902 EcR FBgn0000546 92.32 8.3E910
Dak1 FBgn0028833 90.81 8.4E903 edl FBgn0023214 91.07 7.3E903
Dap160 FBgn0023388 90.60 2.9E902 eEF1delta FBgn0032198 90.56 3.5E902
daw FBgn0031461 91.01 4.3E903 Efr FBgn0029849 91.23 6.7E903
egh FBgn0001404 90.70 4.9E902 FoxP FBgn0262477 92.25 4.6E902
egr FBgn0033483 91.65 9.6E909 Fpps FBgn0025373 90.75 1.1E902
eIF92alpha FBgn0261609 90.63 4.5E902 frma FBgn0029769 92.60 7.0E905
eIF92beta FBgn0004926 90.96 6.0E905 fru FBgn0004652 91.81 3.8E905
eIF92gamma FBgn0263740 90.89 2.0E903 Fst FBgn0037724 92.40 6.3E904
eIF39S9 FBgn0034237 90.56 1.3E902 FucTA FBgn0036485 92.61 1.6E902
Eig71Ea FBgn0004588 5.56 3.5E909 Fur1 FBgn0004509 1.02 1.4E902
Eig71Eb FBgn0004589 5.79 8.2E908 fus FBgn0023441 1.04 7.8E903
Eig71Ec FBgn0004590 5.57 6.8E905 fuss FBgn0039932 1.11 4.1E902
Eig71Ed FBgn0004591 5.52 2.9E906 futsch FBgn0259108 91.40 4.3E902
Eig71Ee FBgn0004592 96.73 3.0E911 Gad1 FBgn0004516 92.41 8.4E903
Eig71Ef FBgn0004593 7.65 8.4E912 Gadd34 FBgn0034948 0.52 3.9E902
Eig71Eg FBgn0004594 5.62 2.7E907 Gal FBgn0001089 2.06 1.7E904
Eig71Eh FBgn0014848 9.67 6.1E907 galectin FBgn0031213 90.80 8.4E903
Eig71Ei FBgn0014849 8.18 2.4E907 Galphai FBgn0001104 2.00 8.7E917
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Eip71CD FBgn0000565 1.07 5.4E903 gammaCOP FBgn0028968 90.72 4.5E902
Eip93F FBgn0264490 3.60 3.1E912 Gapdh2 FBgn0001092 0.94 6.2E903
Elk FBgn0011589 92.15 3.2E903 Gasp FBgn0026077 1.48 4.2E903
Elp2 FBgn0033540 90.71 1.3E902 Gat FBgn0039915 91.29 1.0E903
emp FBgn0010435 0.63 4.4E903 GATAe FBgn0038391 91.63 2.2E903
endos FBgn0061515 0.53 1.6E903 Gbp FBgn0034199 1.98 2.9E906
ergic53 FBgn0035909 91.04 1.1E903 Gbs976A FBgn0036862 91.13 4.3E903
erm FBgn0031375 92.80 3.3E902 gcl FBgn0005695 0.78 7.4E904
Est96 FBgn0000592 92.08 1.4E904 Gclc FBgn0040319 91.18 7.0E904
Est9Q FBgn0037090 93.53 7.0E909 GCS2beta FBgn0032643 90.52 3.0E902
Exn FBgn0261547 1.15 6.7E904 Gdap1 FBgn0035587 1.51 2.9E902
Exo84 FBgn0266668 0.49 2.9E902 Gie FBgn0037551 0.90 1.4E903
Ext2 FBgn0029175 0.67 1.6E903 GIIIspla2 FBgn0030013 91.28 5.1E906
ey FBgn0005558 91.19 4.0E903 gish FBgn0250823 0.59 4.8E902
Fak FBgn0020440 1.37 1.5E904 glob3 FBgn0037385 1.64 3.7E902
FASN1 FBgn0283427 93.06 7.1E910 GLS FBgn0261625 92.31 2.0E908
fbl FBgn0011205 90.91 5.8E904 GM130 FBgn0034697 90.92 1.0E903
Fbp2 FBgn0000640 1.15 8.7E903 Gmer FBgn0267823 90.84 3.3E904
Fcp3C FBgn0000644 1.34 3.6E903 Gnmt FBgn0038074 91.77 4.4E902
fd59A FBgn0004896 93.70 2.5E902 Got2 FBgn0001125 1.16 6.6E903
Fer1HCH FBgn0015222 0.99 2.1E903 Gp210 FBgn0266580 90.78 6.7E904
Fgop2 FBgn0031871 0.66 9.4E904 Gp93 FBgn0039562 91.29 1.8E905
Fim FBgn0024238 1.07 4.7E905 Gpo91 FBgn0022160 1.76 4.3E903
FK5069bp1 FBgn0013269 90.74 7.1E904 Gr97a FBgn0041224 2.45 6.6E903
Flo2 FBgn0264078 90.62 2.5E902 Grasp65 FBgn0036919 91.02 3.0E904
Fmo92 FBgn0033079 3.30 2.8E905 Grip FBgn0029830 1.27 4.3E903
fok FBgn0263773 2.38 1.6E906 Grip91 FBgn0001612 90.92 3.0E903
fon FBgn0032773 92.71 1.5E906 Gs2 FBgn0001145 92.15 1.3E904
GstD1 FBgn0001149 1.32 2.6E902 Ir54a FBgn0034272 2.24 4.5E902
GstD5 FBgn0010041 2.93 5.8E905 Irk1 FBgn0265042 1.93 3.3E909
GstE10 FBgn0063499 93.35 1.3E906 Irk3 FBgn0032706 93.43 6.9E915
GstE3 FBgn0063497 91.97 4.6E904 Irp91B FBgn0024957 1.47 3.3E904
GstE7 FBgn0063493 91.59 2.2E902 IscU FBgn0037637 0.82 3.0E904
GstZ2 FBgn0037697 92.04 3.3E902 Itgbn FBgn0010395 91.97 1.4E903
GXIVsPLA2 FBgn0036545 90.75 3.6E902 Jafrac1 FBgn0040309 0.81 1.6E902
Hdc FBgn0005619 3.17 7.4E907 jagn FBgn0037374 90.54 1.4E902
hebe FBgn0033448 91.40 2.2E902 jdp FBgn0027654 91.28 4.4E907
Hex9C FBgn0001187 2.69 3.9E903 Jhe FBgn0010052 91.51 3.1E903
HisCl1 FBgn0037950 2.82 1.5E907 Jhedup FBgn0034076 93.69 4.0E905
Hml FBgn0029167 93.43 5.4E913 JhI91 FBgn0028426 90.61 9.7E903
Hmx FBgn0264005 92.98 4.0E902 Jon25Bii FBgn0031654 94.41 6.0E903
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Ho FBgn0037933 0.59 1.9E902 Jon25Biii FBgn0031653 94.64 1.2E902
Hph FBgn0264785 90.60 1.4E903 Jon65Aiii FBgn0035665 93.71 2.0E902
Hr46 FBgn0000448 2.11 5.0E904 Jon65Aiv FBgn0250815 93.32 4.1E902
Hr78 FBgn0015239 90.50 2.9E903 Jon66Ci FBgn0035886 94.80 1.0E902
Hsc7094 FBgn0266599 90.47 2.6E902 Jon66Cii FBgn0035887 94.86 5.5E903
Hsp23 FBgn0001224 1.38 7.3E903 Jon74E FBgn0023197 97.49 2.8E907
Hsp68 FBgn0001230 92.11 3.0E903 jumu FBgn0015396 91.06 3.9E903
Hsp70Ba FBgn0013277 93.58 6.8E905 Jupiter FBgn0051363 1.23 1.4E905
Hsp70Bb FBgn0013278 93.22 4.1E904 Kal1 FBgn0039155 92.53 6.2E933
Hsp70Bbb FBgn0051354 93.39 1.8E904 kappaB9Ras FBgn0040513 91.83 1.2E902
Hsp83 FBgn0001233 90.92 4.7E902 Karybeta3 FBgn0087013 90.63 6.9E903
HtrA2 FBgn0038233 0.64 3.3E903 Kat60 FBgn0040208 90.65 8.0E903
hyx FBgn0037657 90.58 2.7E902 Kaz9m1 FBgn0002578 94.66 4.1E903
Ibf1 FBgn0037670 90.66 4.8E902 KFase FBgn0031821 91.73 2.7E902
Idgf4 FBgn0026415 91.23 6.8E904 kn FBgn0001319 91.00 2.4E902
Idgf5 FBgn0064237 92.33 3.8E904 ko FBgn0020294 90.94 3.6E903
if FBgn0001250 90.85 2.1E903 Kr9h2 FBgn0266449 90.43 7.6E903
Ih FBgn0263397 0.91 3.0E902 kz FBgn0001330 90.84 7.5E903
IKKbeta FBgn0024222 0.74 2.3E902 l(1)G0007 FBgn0026713 90.92 2.8E902
Ilp8 FBgn0036690 3.71 1.5E904 l(1)G0020 FBgn0027330 90.92 2.7E903
imd FBgn0013983 0.86 7.3E903 l(1)G0193 FBgn0027280 1.15 1.2E906
ImpL1 FBgn0001256 2.71 1.9E902 l(1)G0196 FBgn0027279 91.67 1.7E908
ImpL2 FBgn0001257 92.83 1.9E921 l(1)G0320 FBgn0028327 91.20 3.0E906
Indy FBgn0036816 1.02 3.4E902 l(2)34Fd FBgn0261535 91.03 6.7E903
Inos FBgn0025885 91.49 2.2E903 l(2)efl FBgn0011296 92.70 1.0E903
insc FBgn0011674 1.95 1.3E905 l(2)k01209 FBgn0022029 90.75 4.2E902
IntS2 FBgn0030858 91.04 3.1E906 l(2)k09022 FBgn0086451 90.91 6.8E903
Inx5 FBgn0030989 1.62 3.9E902 l(2)k12914 FBgn0263852 90.65 4.8E902
IP3K1 FBgn0032147 90.73 4.9E902 l(3)07882 FBgn0010926 90.77 3.7E902
Ipk1 FBgn0050295 91.06 5.8E904 l(3)72Dn FBgn0263605 90.84 2.7E902
Lac FBgn0010238 91.16 5.6E904 meigo FBgn0250820 91.36 8.2E909
lace FBgn0002524 0.85 4.2E903 Mekk1 FBgn0024329 90.61 1.9E902
LamC FBgn0010397 92.18 3.3E917 melt FBgn0023001 91.35 1.1E902
lap FBgn0086372 0.77 2.9E902 Meltrin FBgn0265140 1.56 1.6E905
laza FBgn0037163 92.09 3.3E911 Membrin FBgn0260856 90.91 1.1E902
lbk FBgn0034083 91.84 6.0E915 Men FBgn0002719 1.40 4.5E902
Lcp1 FBgn0002531 95.77 9.6E909 mesh FBgn0051004 91.25 4.3E902
Lcp2 FBgn0002533 94.51 1.1E905 mew FBgn0004456 90.87 6.1E903
Lcp4 FBgn0002535 93.67 4.4E904 mex1 FBgn0004228 92.38 3.0E902
lcs FBgn0028583 94.68 2.2E903 Mf FBgn0038294 92.31 3.2E904
Letm1 FBgn0019886 0.69 2.9E902 mfas FBgn0260745 1.51 8.9E904
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Lgr1 FBgn0016650 92.18 5.0E903 mfrn FBgn0039561 1.25 3.9E905
lin928 FBgn0035626 92.13 2.0E902 MFS12 FBgn0033234 2.03 1.3E903
Lint91 FBgn0030274 1.11 2.1E902 MFS14 FBgn0010651 1.05 5.1E903
Lip3 FBgn0023495 93.73 2.4E904 MFS18 FBgn0025684 91.65 3.2E907
List FBgn0034381 2.14 5.0E903 Mgat1 FBgn0034521 90.76 9.9E903
lost FBgn0263594 90.61 2.3E904 Mhc FBgn0264695 92.16 1.2E903
LpR1 FBgn0066101 91.07 2.1E902 mi FBgn0261786 90.71 3.1E902
lqfR FBgn0261279 90.65 1.4E903 mib2 FBgn0086442 0.66 1.7E902
Lrt FBgn0034540 92.05 2.7E911 Mid1 FBgn0053988 92.00 2.0E902
Lsp1alpha FBgn0002562 91.84 3.3E902 mip120 FBgn0033846 90.72 1.5E902
Lsp1beta FBgn0002563 93.03 1.7E916 mip40 FBgn0034430 0.94 1.6E902
Lsp1gamma FBgn0002564 92.22 4.1E908 miple2 FBgn0029002 1.26 1.1E903
Lst FBgn0034140 91.53 5.0E904 mir92a91 FBgn0262377 94.05 5.1E905
ltl FBgn0268063 91.06 3.7E903 mir92a92 FBgn0262460 92.22 8.3E905
lva FBgn0029688 90.94 3.4E902 Mlc1 FBgn0002772 91.66 3.4E902
LysB FBgn0004425 94.98 6.0E903 Mlf FBgn0034051 0.46 3.9E903
LysD FBgn0004427 94.47 2.1E903 Mlp60A FBgn0259209 92.25 3.2E902
LysP FBgn0004429 93.75 3.5E902 Mmp1 FBgn0035049 1.34 2.9E903
mag FBgn0036996 97.91 1.1E905 Mmp2 FBgn0033438 2.64 2.4E908
MAGE FBgn0037481 90.73 3.9E902 Mnn1 FBgn0031885 90.58 1.6E902
magu FBgn0262169 91.78 2.1E905 Mob2 FBgn0259481 90.69 2.0E902
mahj FBgn0034641 90.72 9.1E903 mod FBgn0002780 90.82 3.8E902
Mal9A1 FBgn0002570 94.53 4.8E903 modSP FBgn0051217 1.27 1.9E906
Mal9A7 FBgn0033296 3.01 8.7E906 Moe FBgn0011661 90.79 2.7E904
Manf FBgn0027095 90.83 5.4E903 Mon1 FBgn0031640 0.48 4.1E902
Mat1 FBgn0024956 90.68 3.1E905 mor FBgn0002783 90.45 6.8E903
Mct1 FBgn0023549 91.58 1.4E906 Mp FBgn0260660 1.29 2.4E903
Mdh2 FBgn0262559 90.85 8.6E903 Mp20 FBgn0002789 92.74 3.6E904
Mdr49 FBgn0004512 0.99 1.6E902 Mppe FBgn0259985 90.80 1.4E903
Mdr50 FBgn0010241 92.33 1.5E902 mrj FBgn0034091 0.93 5.5E905
Mdr65 FBgn0004513 92.34 4.2E903 MRP FBgn0032456 1.48 7.5E904
mei941 FBgn0004367 90.79 6.0E903 msk FBgn0026252 90.90 6.8E904
Msr9110 FBgn0015766 91.55 3.4E905 Nop60B FBgn0259937 90.94 8.6E903
Mst87F FBgn0002862 1.71 1.9E905 Nopp140 FBgn0037137 90.64 1.1E902
mtd FBgn0013576 1.39 9.8E909 Nost FBgn0259734 91.32 1.7E904
mth FBgn0023000 0.65 6.2E905 Nox FBgn0085428 91.59 2.1E902
mthl15 FBgn0051720 91.38 4.5E902 Npc2a FBgn0031381 1.41 8.8E903
mthl6 FBgn0035789 93.55 1.2E904 Npc2c FBgn0037783 97.31 2.6E903
Muc11A FBgn0052656 92.72 4.3E908 Npc2g FBgn0039800 90.90 1.8E902
Muc26B FBgn0040950 95.04 4.1E902 Npc2h FBgn0039801 92.86 6.8E911
Muc68Ca FBgn0036181 96.22 2.0E908 NPF FBgn0027109 93.05 1.5E902
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Muc96D FBgn0051439 95.86 7.2E907 Nplp4 FBgn0040717 92.54 9.3E903
Myc FBgn0262656 91.45 3.9E907 Nrg FBgn0264975 91.34 5.8E909
Myo28B1 FBgn0040299 91.50 3.0E902 nrv3 FBgn0032946 92.33 3.7E903
Mys45A FBgn0033379 90.67 1.7E902 Ns2 FBgn0034243 90.56 4.0E903
nab FBgn0259986 92.00 1.6E902 Ns3 FBgn0266284 90.86 3.1E905
nAChRbeta3 FBgn0031261 1.73 6.1E903 Ns4 FBgn0032882 90.43 1.6E902
Nap1 FBgn0015268 90.74 2.3E902 Nup154 FBgn0021761 90.63 1.0E902
Nbr FBgn0032924 90.37 2.5E902 Nup205 FBgn0031078 90.86 6.2E903
Nc73EF FBgn0010352 90.74 2.2E902 Nup50 FBgn0033264 90.57 6.1E903
Ncc69 FBgn0036279 90.96 1.0E902 Nup9391 FBgn0027537 90.60 1.6E902
ncm FBgn0086707 90.87 1.8E903 Oatp30B FBgn0032123 1.06 1.0E902
Ndae1 FBgn0259111 92.11 2.0E907 Oatp58Db FBgn0034715 92.14 1.3E906
Ndc1 FBgn0039125 90.46 2.8E902 Obp49a FBgn0050052 92.24 2.4E903
neb FBgn0004374 2.24 3.5E904 Obp56d FBgn0034470 2.91 4.7E903
nerfin91 FBgn0028999 93.10 1.4E902 obst9H FBgn0053983 91.91 3.5E902
ng2 FBgn0010294 95.82 3.6E903 Odc1 FBgn0013307 91.24 5.7E903
Nha2 FBgn0263390 92.76 1.8E908 Odc2 FBgn0013308 92.00 3.2E906
NHP2 FBgn0029148 90.88 4.1E902 onecut FBgn0028996 91.93 3.3E902
NijA FBgn0036101 1.29 1.2E902 Or10a FBgn0030298 93.74 4.2E903
niki FBgn0045980 92.70 3.0E908 Orc2 FBgn0015270 90.94 8.8E903
NimB5 FBgn0028936 92.17 1.9E911 Ork1 FBgn0017561 1.90 1.6E902
NimC3 FBgn0001967 1.40 3.9E902 Oscillin FBgn0031717 91.80 2.2E909
NimC4 FBgn0260011 5.13 2.0E903 Osi15 FBgn0037424 4.24 7.6E903
ninaC FBgn0002938 93.13 1.7E902 Osi7 FBgn0037414 2.92 4.4E902
ninaD FBgn0002939 93.33 2.6E905 OstDelta FBgn0034277 91.19 3.2E906
NKAIN FBgn0085442 0.98 1.9E902 Ostgamma FBgn0032015 90.92 1.7E904
NLaz FBgn0053126 2.16 2.7E905 OstStt3 FBgn0011336 91.32 5.9E911
Nlp FBgn0016685 90.88 1.3E903 out FBgn0259834 0.87 8.4E903
Nmd3 FBgn0023542 90.78 1.1E902 p120ctn FBgn0260799 0.49 3.7E902
Nmdmc FBgn0010222 1.83 4.1E905 p2491 FBgn0030341 90.85 4.8E904
Nmnat FBgn0039254 0.46 1.9E902 P58IPK FBgn0037718 91.14 4.1E905
noc FBgn0005771 90.58 2.8E902 Pabp2 FBgn0005648 90.76 1.9E902
nom FBgn0037617 0.73 3.4E902 Pak FBgn0267698 1.23 3.4E905
nop5 FBgn0026196 90.79 3.6E902 PAPLA1 FBgn0031990 91.01 1.8E902
Papss FBgn0020389 91.06 3.3E903 Poxm FBgn0003129 1.21 8.4E903
PCB FBgn0027580 91.07 2.5E902 Ppa FBgn0020257 0.89 9.0E903
Pde6 FBgn0038237 90.91 2.2E902 ppk10 FBgn0065110 1.22 5.9E903
Pdfr FBgn0260753 92.34 1.8E904 ppk19 FBgn0039679 92.40 3.5E903
Pdi FBgn0014002 91.50 9.0E906 ppk22 FBgn0051105 1.80 7.5E903
Pdk1 FBgn0020386 91.44 6.4E908 pr FBgn0003141 90.81 2.5E902
pdm3 FBgn0261588 91.03 2.7E902 Prm FBgn0003149 91.93 9.0E903
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peb FBgn0003053 91.04 4.7E902 pros FBgn0004595 92.06 3.1E902
per FBgn0003068 92.48 8.9E904 Prosalpha2 FBgn0086134 0.60 2.1E902
Pex14 FBgn0037020 90.65 1.6E902 Prosalpha6 FBgn0250843 0.57 4.6E903
Pfk FBgn0003071 1.19 7.2E904 Prosap FBgn0040752 90.93 2.6E902
pgant3 FBgn0027558 90.40 4.7E902 Prosbeta2 FBgn0023174 0.66 6.2E903
pgant6 FBgn0035375 90.98 7.5E904 Prosbeta4 FBgn0032596 0.61 1.5E902
PGRP9LA FBgn0035975 1.58 4.0E904 Prp19 FBgn0261119 90.58 7.3E904
PGRP9LC FBgn0035976 1.29 1.2E905 prt FBgn0043005 92.99 8.3E903
PGRP9LD FBgn0260458 92.45 1.5E903 psh FBgn0030926 91.09 5.3E903
PGRP9SB1 FBgn0043578 1.40 4.9E902 Ptp4E FBgn0004368 90.73 1.4E902
PGRP9SB2 FBgn0043577 5.08 1.3E904 Ptpmeg FBgn0261985 0.86 2.6E903
PH4alphaPV FBgn0051015 92.78 5.3E903 Ptpmeg2 FBgn0028341 1.18 1.6E903
PH4alphaSG1FBgn0051014 95.39 1.2E903 Pvf3 FBgn0085407 90.72 3.3E902
PH4alphaSG2FBgn0039779 96.33 9.9E904 PVRAP FBgn0052406 91.86 4.7E902
Phae2 FBgn0263235 93.33 4.4E903 pyd3 FBgn0037513 0.85 3.4E902
PHGPx FBgn0035438 0.67 1.9E902 PyK FBgn0267385 1.73 6.2E905
PI31 FBgn0033669 0.60 5.7E904 pzg FBgn0259785 90.51 4.6E902
pic FBgn0260962 90.35 1.5E902 r FBgn0003189 91.52 1.6E904
Piezo FBgn0264953 92.01 3.0E911 Rab19 FBgn0015793 1.21 4.8E908
Pig1 FBgn0003086 95.02 6.0E905 Rab21 FBgn0039966 0.88 1.9E905
Pino FBgn0016926 91.69 3.4E909 Rab26 FBgn0086913 93.35 1.8E904
PIP4K FBgn0039924 0.47 9.9E903 Rab39GAP FBgn0027505 0.58 2.6E902
pit FBgn0266581 90.76 1.6E902 Rab39GEF FBgn0030613 92.18 1.1E902
pk FBgn0003090 91.23 1.1E902 Rab39 FBgn0029959 0.87 6.5E904
PKD FBgn0038603 90.78 6.7E903 Rab5 FBgn0014010 0.55 3.1E902
Pkg21D FBgn0000442 92.48 9.1E907 Rab6 FBgn0015797 90.60 7.2E903
ple FBgn0005626 4.36 5.1E909 Rab7 FBgn0015795 0.72 1.7E902
Plp FBgn0086690 1.41 3.4E903 Rab9 FBgn0032782 92.04 1.8E904
Pmm45A FBgn0033377 0.88 1.3E903 RAF2 FBgn0036624 90.65 7.6E903
Pmp70 FBgn0031069 91.50 6.7E905 RagA9B FBgn0037647 0.51 6.9E903
pncr002:3R FBgn0063127 92.05 3.3E902 Rala FBgn0015286 1.01 2.0E903
pncr015:3L FBgn0063083 4.57 8.6E905 Ran FBgn0020255 90.53 1.3E902
pnt FBgn0003118 91.46 1.1E909 RanGAP FBgn0003346 90.57 3.8E902
pog FBgn0051660 92.41 3.0E903 rap FBgn0262699 91.48 3.5E909
Pomp FBgn0032884 0.76 1.3E905 Rap2l FBgn0025806 0.67 5.9E904
POSH FBgn0040294 90.45 4.8E902 RapGAP1 FBgn0264895 0.94 3.1E903
RasGAP1 FBgn0004390 90.74 1.6E902 Rrp1 FBgn0004584 90.71 3.1E904
raw FBgn0003209 91.49 5.1E904 Rrp47 FBgn0030711 0.96 3.0E903
Rbf2 FBgn0038390 90.81 4.9E902 run FBgn0003300 92.41 7.8E903
Rbm13 FBgn0030067 90.98 2.3E902 S FBgn0003310 90.44 4.6E902
Rbp6 FBgn0260943 92.09 2.6E902 sage FBgn0037672 94.53 1.0E906
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rdgB FBgn0003218 0.87 9.2E903 salt FBgn0039872 95.44 1.3E910
Rdl FBgn0004244 91.71 4.7E902 Sam9S FBgn0005278 91.26 4.5E903
Reck FBgn0036463 1.12 3.8E903 santa9maria FBgn0025697 2.16 3.8E904
Reep1 FBgn0261564 0.56 6.6E904 Sar1 FBgn0038947 90.79 1.1E905
Ret FBgn0011829 91.48 2.0E902 sas FBgn0002306 91.21 1.7E902
Rgk1 FBgn0264753 4.54 4.5E930 SCAP FBgn0033052 91.38 8.1E906
Rgl FBgn0026376 92.22 1.3E903 scat FBgn0011232 90.79 1.4E902
rgr FBgn0267792 1.04 7.6E903 SclB FBgn0266492 93.17 3.5E903
RhoGAP15B FBgn0030808 1.11 2.0E902 Scp2 FBgn0020907 93.55 1.2E909
RhoGAP71E FBgn0036518 0.74 2.0E903 scramb1 FBgn0052056 1.00 4.2E903
RhoGAP92B FBgn0038747 0.68 2.2E902 scro FBgn0028993 91.97 2.4E902
RhoGDI FBgn0036921 0.78 7.7E904 scrt FBgn0004880 92.33 2.1E902
RhoGEF4 FBgn0035761 91.20 2.3E902 sda FBgn0015541 91.53 4.5E913
RhoU FBgn0083940 90.61 4.3E902 SdhA FBgn0261439 0.65 4.1E902
Ric FBgn0265605 90.68 2.1E904 sdk FBgn0021764 1.13 2.2E903
Rim2 FBgn0031359 91.82 5.1E909 Sec22 FBgn0260855 90.71 4.2E903
Rint1 FBgn0035762 90.49 3.7E902 Sec24CD FBgn0262126 91.26 4.9E904
RIOK2 FBgn0039306 90.55 3.1E902 Sec31 FBgn0033339 91.59 3.4E912
Rip11 FBgn0027335 92.09 5.5E922 Sec61alpha FBgn0086357 91.38 3.0E908
Rm62 FBgn0003261 90.61 7.5E904 Sec61beta FBgn0010638 91.03 2.2E904
rn FBgn0267337 91.41 3.3E902 Sec61gammaFBgn0031049 91.34 3.7E903
RN9tre FBgn0020620 1.02 1.3E903 sel FBgn0263260 91.44 1.4E906
RNaseX25 FBgn0010406 90.60 2.2E902 Sema91b FBgn0016059 0.87 8.0E903
RnrS FBgn0011704 90.62 4.2E902 Sema95c FBgn0250876 0.92 1.6E902
robo3 FBgn0041097 91.81 4.8E902 sens FBgn0002573 92.80 7.4E904
rogdi FBgn0036697 2.17 4.5E920 Ser FBgn0004197 91.25 6.5E903
rost FBgn0011705 1.10 2.8E904 Ser6 FBgn0011834 93.97 9.8E903
RpI1 FBgn0019938 90.87 3.7E903 Sesn FBgn0034897 1.72 2.1E904
RpI135 FBgn0003278 90.79 3.4E902 Set FBgn0014879 90.54 4.9E902
RpIII128 FBgn0004463 90.63 7.6E903 SF1 FBgn0025571 90.52 1.4E903
RpLP09like FBgn0033485 90.80 7.8E903 sfl FBgn0020251 1.81 1.6E903
Rpn1 FBgn0028695 0.56 1.4E902 Sgs1 FBgn0003372 97.74 1.4E911
Rpn10 FBgn0015283 0.67 1.7E904 Sgs3 FBgn0003373 98.25 1.1E916
Rpn9 FBgn0028691 0.67 3.9E903 Sgs4 FBgn0003374 97.45 1.0E912
Rpt1 FBgn0028687 0.74 4.8E903 Sgs5 FBgn0003375 96.87 1.6E909
Rpt3 FBgn0028686 0.76 3.6E902 shd FBgn0003388 95.40 ######
Rpt4 FBgn0028685 0.68 3.6E904 shf FBgn0003390 0.95 1.8E902
Rpt5 FBgn0028684 0.66 2.6E904 shg FBgn0003391 1.28 9.4E903
shot FBgn0013733 91.74 1.8E904 ssp7 FBgn0052667 92.17 1.7E903
Shroom FBgn0085408 1.14 2.1E905 SsRbeta FBgn0011016 91.16 2.6E907
Sid FBgn0039593 1.08 1.9E902 Stat92E FBgn0016917 1.39 2.8E904
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sif FBgn0085447 91.61 3.4E902 stc FBgn0001978 90.51 2.0E902
Sik2 FBgn0025625 91.50 2.0E902 ste24a FBgn0034176 90.48 1.9E902
sing FBgn0261245 1.66 4.6E902 stops FBgn0086704 91.21 3.8E902
Sirup FBgn0031971 91.53 3.1E904 stumps FBgn0020299 0.77 5.0E902
sisA FBgn0003411 95.62 4.0E904 stv FBgn0086708 91.90 2.4E903
sky FBgn0032901 1.40 1.5E903 sty FBgn0014388 91.01 1.0E903
slam FBgn0043854 90.94 3.2E902 su(f) FBgn0003559 90.54 2.2E902
sll FBgn0038524 90.60 8.0E903 su(r) FBgn0086450 92.08 4.7E904
smp930 FBgn0038257 92.26 1.3E902 sud1 FBgn0265189 90.55 2.5E902
Snap25 FBgn0011288 91.35 2.6E902 sug FBgn0033782 91.20 1.7E902
sno FBgn0265630 0.89 1.8E902 Sur98 FBgn0038504 1.48 1.3E911
snoRNA:Psi18S9301FBgn0083039 93.62 3.0E903 Surf6 FBgn0038746 91.06 3.2E903
Snp FBgn0265192 1.88 3.5E906 swi2 FBgn0034262 92.28 7.2E904
Sobp FBgn0033654 2.07 1.4E905 Swip91 FBgn0032731 1.63 8.3E905
Sod3 FBgn0033631 91.65 2.2E913 syd FBgn0024187 0.84 1.3E902
Sodh91 FBgn0024289 92.01 4.6E902 Syn FBgn0004575 91.70 4.3E902
SP1173 FBgn0035710 93.62 5.7E911 Syn1 FBgn0037130 91.60 1.9E902
Sp212 FBgn0053329 2.37 1.9E904 Syt1 FBgn0004242 0.93 1.2E903
SP2637 FBgn0034371 0.96 7.7E906 Sytalpha FBgn0261089 92.52 1.1E904
Spase12 FBgn0040623 90.90 1.3E902 Syx13 FBgn0036341 1.65 3.0E905
Spase25 FBgn0030306 91.01 1.6E905 Syx17 FBgn0035540 0.46 4.7E902
Spat FBgn0014031 92.63 8.8E906 Syx18 FBgn0039212 90.60 4.0E902
Spec2 FBgn0044823 0.82 4.6E902 t FBgn0086367 0.46 1.3E902
SPH93 FBgn0032638 2.01 3.0E907 Taf2 FBgn0011836 90.62 3.6E903
Sply FBgn0010591 90.72 3.3E903 Tailor FBgn0037470 0.43 8.0E903
Spn FBgn0010905 91.47 5.0E906 Takl1 FBgn0046689 93.16 5.9E906
Spn43Ab FBgn0024293 92.29 1.9E909 tamo FBgn0041582 0.50 2.5E902
Spn43Ad FBgn0044011 92.04 1.4E903 Tapdelta FBgn0021795 91.00 3.5E903
Spp FBgn0031260 91.78 1.0E909 Tdc1 FBgn0259977 91.75 2.0E903
Sps2 FBgn0032224 90.56 4.6E903 Tdrd3 FBgn0036450 90.53 2.3E902
Spt5 FBgn0040273 90.33 2.3E902 Tep1 FBgn0041183 1.11 1.8E902
sqa FBgn0259678 91.85 4.5E902 Tep4 FBgn0041180 91.42 6.0E908
sqd FBgn0263396 90.72 3.7E903 TER94 FBgn0261014 0.54 1.3E902
sra FBgn0086370 1.11 1.6E903 TfIIA9L FBgn0011289 0.43 1.2E902
srl FBgn0037248 90.95 2.2E903 Tg FBgn0031975 93.60 3.2E905
SRm160 FBgn0036340 90.35 4.9E902 Tgi FBgn0036373 0.37 4.8E902
Srp54k FBgn0010747 90.70 2.9E903 thetaTry FBgn0011555 96.25 4.3E902
Srp68 FBgn0035947 91.13 1.8E906 Thor FBgn0261560 91.17 4.2E903
Srp72 FBgn0038810 90.79 3.2E904 Tie FBgn0014073 91.85 5.5E903
SrpRbeta FBgn0011509 91.20 6.0E905 Tig FBgn0011722 92.01 4.8E907
tim FBgn0014396 91.75 1.3E904 Uro FBgn0003961 95.83 4.3E914
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Timp FBgn0025879 1.46 1.6E903 up FBgn0004169 92.44 4.3E904
Tina91 FBgn0035083 91.57 4.1E905 VAChT FBgn0270928 92.59 2.5E902
Tm2 FBgn0004117 92.35 1.5E903 Vap933B FBgn0053523 0.58 4.1E903
TM9SF3 FBgn0035622 90.78 1.5E904 vfl FBgn0259789 91.09 2.2E902
tomb FBgn0031715 1.82 1.8E902 Vha10092 FBgn0028670 90.97 2.8E903
Tomosyn FBgn0030412 0.95 2.2E902 Vha10095 FBgn0032373 91.40 7.6E903
TotB FBgn0038838 3.74 8.8E906 Vha44 FBgn0262511 90.34 2.3E902
TotZ FBgn0044809 3.67 2.2E903 vkg FBgn0016075 91.01 4.3E903
TpnC73F FBgn0010424 92.36 3.9E904 vri FBgn0016076 90.56 3.6E902
Traf9like FBgn0030748 90.98 2.9E902 Vsx1 FBgn0263511 92.50 4.4E902
TRAM FBgn0040340 91.66 2.9E903 Vsx2 FBgn0263512 92.33 4.9E902
Tre1 FBgn0046687 1.42 7.6E905 wake FBgn0266418 90.69 4.1E902
Tsf2 FBgn0036299 0.52 2.0E902 wcd FBgn0262560 90.94 2.5E902
Tsf3 FBgn0034094 1.06 1.3E902 wdp FBgn0034718 90.80 4.4E902
tsh FBgn0003866 90.67 1.9E902 wit FBgn0024179 91.71 9.8E907
Tsp29Fa FBgn0032074 92.85 5.4E904 wol FBgn0261020 90.65 4.4E903
Tsp3A FBgn0040334 0.76 1.1E902 wor FBgn0001983 93.38 7.1E903
Tsp42Ed FBgn0029507 1.04 1.5E903 wupA FBgn0283471 92.35 3.2E903
Tsp42Eg FBgn0033128 91.97 2.0E904 yellow9f2 FBgn0038105 93.32 8.2E906
Tsp42Ei FBgn0033130 1.09 2.1E902 yin FBgn0265575 91.75 2.8E902
Tsp42Eq FBgn0033138 93.08 1.3E909 yip7 FBgn0040060 95.06 3.2E904
Tsp86D FBgn0037848 0.61 2.5E902 Zasp52 FBgn0265991 91.14 3.5E904
Tsp96F FBgn0027865 1.24 1.7E902 zfh2 FBgn0004607 91.13 4.6E902
Tsp97E FBgn0039465 1.36 3.2E905 Zip48C FBgn0033665 0.61 1.5E903
Tsr1 FBgn0037073 90.78 4.3E903 Zip88E FBgn0038312 92.23 7.9E907
tty FBgn0015558 91.62 1.8E902 ZnT63C FBgn0035432 0.45 4.1E902
Tudor9SN FBgn0035121 91.50 6.6E908 ZnT77C FBgn0037000 90.84 6.0E903
TwdlE FBgn0031957 1.37 1.5E902 ZnT86D FBgn0037875 1.87 1.1E906
twin FBgn0011725 0.58 1.9E902 zye FBgn0036985 92.97 8.9E904
twr FBgn0262801 91.14 6.4E903
TyrR FBgn0038542 93.51 7.5E913
U49U6960K FBgn0036733 90.41 3.5E902
UbcE2M FBgn0035853 0.50 1.0E902
Ube3a FBgn0061469 0.54 9.7E903
Ugt FBgn0014075 90.73 1.1E902
Ugt35a FBgn0026315 94.88 1.5E908
Ugt36Ba FBgn0040262 93.47 4.0E903
Ugt86Dh FBgn0040252 94.27 6.1E903
Ugt86Dj FBgn0040250 93.53 3.1E903
Unc91394B FBgn0266719 90.81 1.8E902




sym FBgn Δlog2 padj sym FBgn Δlog2 padj
Acox57D4d FBgn0034629 0.96 4.0E402 CG15097 FBgn0034396 41.41 1.1E402
Adk3 FBgn0042094 1.05 7.8E405 CG15879 FBgn0035309 1.80 9.8E404
alpha4Est4 FBgn0015572 1.22 4.9E402 CG16704 FBgn0031558 41.73 3.2E402
alpha4Est5 FBgn0261393 1.24 2.4E402 CG16762 FBgn0035343 41.61 4.9E402
aralar1 FBgn0028646 41.18 2.5E402 CG17778 FBgn0023534 3.80 3.7E404
AttC FBgn0041579 2.03 1.9E402 CG18467 FBgn0034218 2.98 4.0E402
bab1 FBgn0004870 41.34 2.4E402 CG18473 FBgn0037683 1.28 3.4E402
baz FBgn0000163 40.85 4.2E402 CG18744 FBgn0042101 1.95 1.4E402
BEAF432 FBgn0015602 40.60 2.0E403 CG18746 FBgn0042103 41.87 3.9E402
Best1 FBgn0040238 40.61 2.0E402 CG2064 FBgn0033205 1.58 7.0E403
blot FBgn0027660 41.37 2.1E403 CG2909 FBgn0030189 0.89 1.2E402
brv3 FBgn0040333 2.63 2.5E402 CG30082 FBgn0050082 3.31 3.5E403
bt FBgn0005666 1.80 3.2E402 CG30088 FBgn0050088 41.66 3.1E402
btsz FBgn0266756 40.94 8.0E403 CG30287 FBgn0050287 42.85 1.9E406
cbx FBgn0011241 40.77 4.0E402 CG30463 FBgn0050463 41.81 7.0E403
CCDC53 FBgn0031979 41.32 3.8E402 CG31097 FBgn0051097 41.73 1.6E402
CG10073 FBgn0034440 2.14 6.9E403 CG31326 FBgn0051326 4.28 1.2E403
CG10405 FBgn0038431 42.77 3.4E403 CG31547 FBgn0051547 41.60 1.1E402
CG10420 FBgn0039296 1.29 2.4E405 CG31777 FBgn0051777 2.13 4.0E402
CG10671 FBgn0035586 0.79 2.0E402 CG31808 FBgn0062978 41.05 4.2E402
CG10725 FBgn0036362 43.75 2.4E403 CG3277 FBgn0031518 42.10 1.1E402
CG10814 FBgn0033830 6.41 4.6E416 CG32795 FBgn0040384 0.46 3.9E402
CG10962 FBgn0030073 1.52 6.9E403 CG32813 FBgn0052813 41.29 2.0E402
CG11236 FBgn0031860 41.67 3.6E402 CG33111 FBgn0053111 0.90 4.1E403
CG11257 FBgn0034442 0.73 2.4E402 CG34034 FBgn0054034 42.20 3.1E402
CG11313 FBgn0039798 43.33 1.4E408 CG34291 FBgn0085320 41.84 2.4E402
CG11406 FBgn0034990 44.07 3.6E402 CG34437 FBgn0085466 41.60 2.6E402
CG12133 FBgn0033469 43.72 2.5E403 CG3631 FBgn0038268 0.81 1.1E402
CG12721 FBgn0030373 1.87 2.4E403 CG3857 FBgn0023520 41.02 5.4E403
CG13323 FBgn0033788 41.99 3.3E402 CG42711 FBgn0261628 2.42 2.3E402
CG13962 FBgn0032824 41.87 6.7E404 CG42817 FBgn0261999 41.40 1.1E402
CG13982 FBgn0031811 2.21 4.8E402 CG42876 FBgn0262150 41.85 3.2E402
CG14102 FBgn0036906 41.27 2.3E403 CG43125 FBgn0262588 41.67 1.1E402
CG14285 FBgn0038674 2.85 6.0E403 CG4335 FBgn0038795 1.46 3.2E402
CG14357 FBgn0038204 43.63 3.7E402 CG4408 FBgn0039073 41.15 6.7E405
CG14529 FBgn0039609 41.49 5.3E403 CG45071 FBgn0266441 2.19 2.1E403
CG14692 FBgn0037836 6.25 4.6E408 CG4607 FBgn0029932 41.18 1.1E402
CG14693 FBgn0037837 2.31 5.0E402 CG4629 FBgn0031299 41.49 2.3E405
CG14933 FBgn0040968 3.48 2.0E402 CG6244 FBgn0036531 2.85 6.3E403
253
sym FBgn Δlog2 padj sym FBgn Δlog2 padj
CG14963 FBgn0035409 41.61 1.5E402 CG6424 FBgn0028494 40.86 1.2E402
CG15067 FBgn0034331 3.39 3.2E402 CG6475 FBgn0038886 41.98 3.1E402
CG7567 FBgn0039670 43.48 3.0E403 ine FBgn0011603 41.83 1.1E402
CG8299 FBgn0034052 4.39 6.1E406 Inos FBgn0025885 1.31 5.0E402
CG8642 FBgn0033312 41.67 4.4E402 IP3K1 FBgn0032147 41.15 5.2E403
CG9509 FBgn0030594 42.31 3.9E404 Ir76a FBgn0260874 42.19 1.4E405
CG9717 FBgn0039789 41.53 2.1E402 Iris FBgn0031305 2.44 7.0E403
CG9766 FBgn0037229 3.54 1.7E404 kdn FBgn0261955 41.00 1.1E402
chinmo FBgn0086758 1.83 3.1E402 klu FBgn0013469 41.63 1.9E403
clumsy FBgn0026255 41.74 4.2E402 lin428 FBgn0035626 43.57 6.4E404
corto FBgn0010313 40.82 2.0E402 LManVI FBgn0032069 5.03 1.8E407
Cpr47Eg FBgn0086519 3.82 4.9E402 mew FBgn0004456 40.89 3.2E402
cpx FBgn0041605 1.97 1.1E402 MRE23 FBgn0262741 41.75 1.5E402
CR42874 FBgn0262148 1.44 2.0E402 mtd FBgn0013576 40.86 1.1E402
CR43166 FBgn0262722 42.14 6.8E403 mthl15 FBgn0051720 42.10 7.1E403
CR43933 FBgn0264554 42.00 4.5E402 Muc96D FBgn0051439 43.91 1.8E402
CR44031 FBgn0264823 41.95 3.3E404 NetA FBgn0015773 40.90 1.2E402
CR44077 FBgn0264886 4.22 2.1E402 Nlg1 FBgn0051146 3.03 1.1E404
CR44186 FBgn0265075 42.06 4.0E402 nompC FBgn0016920 2.60 2.8E405
CR44510 FBgn0265703 43.10 4.6E408 p38c FBgn0267339 1.58 2.1E403
CR44964 FBgn0266279 41.71 5.0E402 P58IPK FBgn0037718 0.81 4.0E402
CR45139 FBgn0266632 41.49 4.5E402 Pdcd4 FBgn0030520 40.63 3.6E402
CR45194 FBgn0266704 5.13 3.3E417 peb FBgn0003053 41.67 3.4E403
CR45469 FBgn0267025 3.91 2.4E402 PGRP4SB1 FBgn0043578 43.84 4.9E410
CTPsyn FBgn0266452 1.22 3.1E402 PHGPx FBgn0035438 0.88 9.1E403
Cyp28a5 FBgn0028940 1.42 2.4E402 pigs FBgn0029881 2.37 3.3E402
Cyp4ad1 FBgn0033292 2.12 2.2E409 Pmp70 FBgn0031069 1.25 1.1E402
Cyp4d8 FBgn0015033 1.26 4.0E402 Ppa FBgn0020257 40.95 3.6E402
Cyp4e3 FBgn0015035 3.95 4.0E403 Ppt2 FBgn0032358 0.78 4.8E402
Cyp9b1 FBgn0015038 2.04 2.3E404 Prosbeta4 FBgn0032596 40.75 1.2E402
dpr4 FBgn0053512 4.79 4.3E406 r2d2 FBgn0031951 0.50 3.3E402
Dr FBgn0000492 40.85 3.6E402 Rgk1 FBgn0264753 41.48 2.2E402
Dys FBgn0260003 41.10 7.8E403 rut FBgn0003301 41.10 2.0E402
edl FBgn0023214 41.14 2.4E402 sda FBgn0015541 40.68 2.7E402
Fic FBgn0263278 0.90 2.4E403 sdt FBgn0261873 41.01 8.0E403
Gat FBgn0039915 42.05 1.9E407 Sec22 FBgn0260855 0.67 4.6E402
glob1 FBgn0027657 1.43 3.2E403 sel FBgn0263260 1.44 1.8E405
GstD2 FBgn0010038 4.35 1.4E405 Swip41 FBgn0032731 41.39 1.1E402
GstD6 FBgn0010042 2.67 2.4E402 Syx7 FBgn0267849 0.64 4.5E402
GstE3 FBgn0063497 1.69 2.5E402 TotC FBgn0044812 42.32 3.6E402
GstE7 FBgn0063493 42.58 4.3E404 Tsp42Ed FBgn0029507 1.00 2.0E402
254
sym FBgn Δlog2 padj sym FBgn Δlog2 padj
GXIVsPLA2 FBgn0036545 0.90 3.9E402 Tsp42Ed FBgn0029507 1.00 2.0E402
hoe1 FBgn0041150 1.92 1.3E409 Victoria FBgn0053117 44.73 2.8E405
inaD FBgn0001263 5.04 1.1E402 wb FBgn0261563 40.98 3.7E402
ine FBgn0011603 41.83 1.1E402 wtrw FBgn0260005 41.05 2.6E402
Inos FBgn0025885 1.31 5.0E402 Zip88E FBgn0038312 41.53 1.2E402
IP3K1 FBgn0032147 41.15 5.2E403 ZnT63C FBgn0035432 40.62 2.0E402
Ir76a FBgn0260874 42.19 1.4E405
Iris FBgn0031305 2.44 7.0E403
kdn FBgn0261955 41.00 1.1E402
klu FBgn0013469 41.63 1.9E403
lin428 FBgn0035626 43.57 6.4E404
LManVI FBgn0032069 5.03 1.8E407
mew FBgn0004456 40.89 3.2E402
MRE23 FBgn0262741 41.75 1.5E402
mtd FBgn0013576 40.86 1.1E402
mthl15 FBgn0051720 42.10 7.1E403
Muc96D FBgn0051439 43.91 1.8E402
NetA FBgn0015773 40.90 1.2E402
Nlg1 FBgn0051146 3.03 1.1E404
nompC FBgn0016920 2.60 2.8E405
p38c FBgn0267339 1.58 2.1E403
P58IPK FBgn0037718 0.81 4.0E402
Pdcd4 FBgn0030520 40.63 3.6E402
peb FBgn0003053 41.67 3.4E403
PGRP4SB1 FBgn0043578 43.84 4.9E410
PHGPx FBgn0035438 0.88 9.1E403
pigs FBgn0029881 2.37 3.3E402
Pmp70 FBgn0031069 1.25 1.1E402
Ppa FBgn0020257 40.95 3.6E402
Ppt2 FBgn0032358 0.78 4.8E402
Prosbeta4 FBgn0032596 40.75 1.2E402
r2d2 FBgn0031951 0.50 3.3E402
Rgk1 FBgn0264753 41.48 2.2E402
rut FBgn0003301 41.10 2.0E402
sda FBgn0015541 40.68 2.7E402
sdt FBgn0261873 41.01 8.0E403
Sec22 FBgn0260855 0.67 4.6E402
sel FBgn0263260 1.44 1.8E405
Swip41 FBgn0032731 41.39 1.1E402
Syx7 FBgn0267849 0.64 4.5E402




F3IN vs. S3IN F3IN vs. FWPP S3IN vs. SWPP FWPP vs. SWPP
sym FBgn Δlog2 padj Δlog2 padj Δlog2 padj Δlog2 padj
7B2 FBgn0041707 -2.05 5.8E-02 -1.98 1.3E-02 1.60 3.9E-02 1.53 6.6E-02
Aats-his FBgn0027087 -0.07 1.0E+00 -0.87 3.0E-01 1.94 2.6E-03 2.74 5.2E-05
Aats-lys FBgn0027084 -0.44 7.8E-01 -0.95 4.7E-02 0.62 2.0E-01 1.13 1.1E-02
Acox57D-p FBgn0034628 0.48 7.2E-01 1.20 2.2E-03 -0.51 2.7E-01 -1.23 2.1E-03
Adh FBgn0000055 -0.58 7.6E-01 -0.50 4.6E-01 -2.94 5.2E-07 -3.01 2.0E-06
Ag5r FBgn0015010 -2.70 1.3E-02 1.09 3.1E-01 4.67 1.1E-09 0.88 4.3E-01
Ald FBgn0000064 0.06 9.9E-01 0.12 8.5E-01 -1.32 2.1E-04 -1.39 2.8E-04
alpha-PheRS FBgn0030007 -0.22 9.6E-01 -0.49 5.8E-01 1.88 1.6E-03 2.15 6.2E-04
AMPdeam FBgn0052626 0.46 4.8E-01 -0.95 4.6E-04 -2.13 5.1E-19 -0.71 1.5E-02
Aos1 FBgn0029512 -0.37 8.5E-01 -0.42 5.4E-01 1.50 1.8E-03 1.54 2.4E-03
Argk FBgn0000116 -0.61 7.8E-01 -0.14 9.0E-01 2.20 1.2E-04 1.73 5.4E-03
Arp10 FBgn0031050 0.02 1.0E+00 -0.17 9.0E-01 2.58 1.4E-04 2.77 1.4E-04
Arp8 FBgn0030877 -0.03 1.0E+00 -0.28 8.1E-01 2.04 1.4E-03 2.29 6.6E-04
Arpc3B FBgn0065032 -0.58 8.3E-01 0.46 6.5E-01 3.82 4.1E-10 2.78 5.5E-05
Arpc4 FBgn0031781 -0.35 9.2E-01 0.13 9.2E-01 2.80 1.5E-06 2.33 2.8E-04
Art8 FBgn0032329 -0.30 9.1E-01 -1.13 5.6E-02 0.84 1.3E-01 1.67 1.6E-03
aru FBgn0029095 -0.17 9.7E-01 -0.33 7.2E-01 1.97 4.3E-04 2.14 3.6E-04
ATPCL FBgn0020236 1.65 1.9E-11 -1.40 5.1E-09 -2.58 1.0E-30 0.47 1.2E-01
awd FBgn0000150 -0.24 9.6E-01 -0.49 5.6E-01 1.93 7.7E-04 2.18 3.5E-04
babos FBgn0034724 -0.82 4.7E-01 0.39 5.5E-01 2.23 4.7E-07 1.01 5.4E-02
Best2 FBgn0035696 -0.90 1.7E-03 -0.62 1.9E-02 0.52 4.4E-02 0.24 4.9E-01
beta3GalTII FBgn0033315 -0.37 9.3E-01 0.36 7.5E-01 2.93 5.0E-06 2.21 1.8E-03
betaTub56D FBgn0003887 -0.52 8.0E-01 -0.86 2.3E-01 1.92 4.6E-04 2.26 1.0E-04
Bgb FBgn0013753 -0.43 8.5E-01 -0.46 5.6E-01 1.92 3.0E-04 1.94 6.1E-04
blow FBgn0004133 -0.39 8.6E-01 0.02 9.9E-01 2.17 1.0E-05 1.76 9.9E-04
bmm FBgn0036449 0.18 9.4E-01 0.12 8.5E-01 -1.27 3.0E-04 -1.22 1.3E-03
boca FBgn0004132 0.09 9.9E-01 -0.68 3.8E-01 1.45 1.5E-02 2.22 2.6E-04
c11.1 FBgn0040236 0.49 4.7E-01 0.06 9.1E-01 -0.98 3.8E-04 -0.56 8.8E-02
Cand1 FBgn0027568 -0.05 9.8E-01 0.51 4.8E-02 -0.31 2.6E-01 -0.87 2.4E-04
cbc FBgn0033842 -0.12 9.8E-01 -0.08 9.6E-01 2.49 1.5E-04 2.45 5.4E-04
CBP FBgn0026144 -0.80 5.0E-01 -0.30 6.9E-01 1.53 9.3E-04 1.03 5.1E-02
Cbs FBgn0031148 0.36 9.4E-01 -0.32 8.1E-01 2.79 1.5E-04 3.47 9.7E-06
CCKLR-17D3 FBgn0030954 -0.82 7.7E-01 -1.22 2.1E-01 1.58 4.1E-02 1.98 1.5E-02
Cct5 FBgn0010621 -0.12 9.8E-01 -0.43 6.2E-01 1.86 1.2E-03 2.18 3.4E-04
Cctgamma FBgn0015019 -0.19 9.5E-01 -0.46 4.4E-01 1.15 1.1E-02 1.42 2.4E-03
Cda9 FBgn0034197 -3.12 2.7E-02 -3.02 5.4E-03 1.77 1.2E-01 1.66 1.7E-01
cert FBgn0027569 0.48 5.1E-01 0.86 4.7E-03 -0.24 5.8E-01 -0.61 5.7E-02
CG10098 FBgn0037472 0.03 1.0E+00 -0.03 9.9E-01 1.94 1.1E-04 2.00 2.1E-04
256
F3IN vs. S3IN F3IN vs. FWPP S3IN vs. SWPP FWPP vs. SWPP
sym FBgn Δlog2 padj Δlog2 padj Δlog2 padj Δlog2 padj
CG10131 FBgn0033949 -0.07 1.0E+00 -0.35 8.2E-01 4.37 1.5E-07 4.65 2.1E-07
CG10140 FBgn0036363 -3.09 2.5E-03 -0.81 4.6E-01 3.45 1.7E-05 1.18 2.4E-01
CG10418 FBgn0036277 -0.41 8.9E-01 -0.58 5.2E-01 2.13 5.6E-04 2.30 4.8E-04
CG10635 FBgn0035603 -0.17 9.8E-01 0.08 9.6E-01 3.30 4.5E-07 3.04 2.4E-05
CG10932 FBgn0029969 0.18 9.8E-01 0.09 9.6E-01 3.05 2.7E-05 3.14 6.3E-05
CG10939 FBgn0010620 -1.06 3.1E-01 -2.16 2.7E-05 -0.27 7.8E-01 0.83 1.9E-01
CG11069 FBgn0039244 -0.69 7.0E-01 -0.83 2.1E-01 1.16 3.2E-02 1.30 2.2E-02
CG11077 FBgn0039930 -1.14 1.6E-01 -0.05 9.7E-01 1.77 1.7E-04 0.68 2.4E-01
CG11109 FBgn0037200 -0.09 9.8E-01 -0.69 2.9E-01 1.24 1.6E-02 1.84 4.4E-04
CG11137 FBgn0037199 -0.08 1.0E+00 0.13 9.2E-01 3.02 4.4E-06 2.81 9.0E-05
CG11425 FBgn0037167 -1.33 5.7E-01 -2.02 3.5E-02 1.32 1.8E-01 2.01 3.2E-02
CG11438 FBgn0037164 -0.23 9.7E-01 0.24 8.6E-01 3.08 1.2E-05 2.61 6.1E-04
CG11594 FBgn0035484 0.10 9.9E-01 -1.54 1.1E-01 1.75 3.5E-02 3.39 3.5E-05
CG11788 FBgn0034495 -0.41 9.3E-01 -0.33 8.1E-01 2.87 9.9E-05 2.79 4.4E-04
CG12014 FBgn0035445 -1.16 8.2E-02 -1.83 3.8E-05 -0.11 9.1E-01 0.55 3.6E-01
CG12038 FBgn0035179 -0.84 7.8E-01 -1.06 3.0E-01 1.87 1.9E-02 2.09 1.3E-02
CG12056 FBgn0030099 -0.34 9.3E-01 -0.65 4.6E-01 2.41 8.2E-05 2.72 3.8E-05
CG12134 FBgn0033471 -0.19 9.7E-01 -0.77 3.9E-01 2.25 5.7E-04 2.84 4.7E-05
CG12194 FBgn0031636 0.34 8.4E-01 2.08 4.8E-08 0.11 9.0E-01 -1.63 1.0E-04
CG12237 FBgn0031048 0.07 1.0E+00 -0.17 8.9E-01 2.44 2.1E-04 2.68 1.5E-04
CG12268 FBgn0039131 -0.67 8.5E-01 -1.78 9.7E-02 1.39 1.5E-01 2.50 7.9E-03
CG12279 FBgn0038080 -0.02 1.0E+00 -0.27 8.1E-01 2.36 1.8E-04 2.61 1.1E-04
CG1265 FBgn0035517 -0.18 9.6E-01 -0.89 1.0E-01 0.85 7.5E-02 1.56 8.3E-04
CG12708 FBgn0030666 -0.94 7.1E-01 -2.16 1.0E-02 0.97 2.7E-01 2.18 8.9E-03
CG12730 FBgn0029771 -0.25 9.5E-01 -0.12 9.1E-01 1.87 3.8E-04 1.74 2.1E-03
CG12880 FBgn0046258 -0.91 5.4E-01 -0.22 8.2E-01 1.95 3.2E-04 1.26 4.1E-02
CG12948 FBgn0037739 -0.06 1.0E+00 0.07 9.6E-01 2.13 4.6E-05 2.00 3.9E-04
CG13053 FBgn0040801 -0.03 1.0E+00 -0.59 6.8E-01 2.76 1.1E-03 3.32 2.8E-04
CG13102 FBgn0032088 -1.22 7.0E-01 -1.33 2.5E-01 2.20 1.7E-02 2.31 1.8E-02
CG13117 FBgn0032140 -0.27 9.6E-01 0.00 1.0E+00 3.10 1.7E-06 2.83 6.4E-05
CG1315 FBgn0026565 -1.45 5.2E-01 -2.33 1.6E-02 1.01 3.7E-01 1.89 6.0E-02
CG1317 FBgn0035333 0.07 9.7E-01 0.54 3.6E-02 -0.28 3.2E-01 -0.76 1.6E-03
CG13285 FBgn0035611 -1.56 5.5E-01 -1.86 1.2E-01 2.04 4.7E-02 2.34 3.0E-02
CG13315 FBgn0040827 -0.82 4.8E-01 -2.12 3.8E-06 -0.27 7.5E-01 1.03 5.5E-02
CG13321 FBgn0033787 -1.41 1.5E-01 -0.04 9.9E-01 2.26 8.4E-05 0.89 2.1E-01
CG13795 FBgn0031937 0.41 7.6E-01 -1.76 2.5E-07 -3.38 3.7E-26 -1.21 1.7E-03
CG14015 FBgn0031716 -1.15 7.5E-01 -1.59 2.0E-01 1.93 5.7E-02 2.37 2.6E-02
CG14079 FBgn0036849 -0.77 8.0E-01 0.01 9.9E-01 3.09 5.0E-05 2.30 4.9E-03
CG14118 FBgn0036323 -2.48 7.9E-02 -2.32 2.5E-02 1.35 2.2E-01 1.20 3.1E-01
CG14141 FBgn0036146 -0.71 8.7E-01 -2.61 2.5E-02 1.07 4.2E-01 2.97 7.3E-03
257
F3IN vs. S3IN F3IN vs. FWPP S3IN vs. SWPP FWPP vs. SWPP
sym FBgn Δlog2 padj Δlog2 padj Δlog2 padj Δlog2 padj
CG14210 FBgn0031040 -0.32 9.3E-01 -0.67 4.1E-01 2.00 7.9E-04 2.35 2.1E-04
CG14247 FBgn0039454 -1.63 5.1E-01 -2.54 2.2E-02 1.52 1.8E-01 2.42 2.8E-02
CG14257 FBgn0039479 -0.74 7.8E-01 -1.19 1.9E-01 1.45 4.9E-02 1.91 1.2E-02
CG14270 FBgn0029665 -0.06 1.0E+00 -0.12 9.3E-01 2.90 1.1E-05 2.96 3.6E-05
CG14275 FBgn0032022 -0.37 9.3E-01 -0.85 3.8E-01 1.86 9.0E-03 2.34 1.9E-03
CG14464 FBgn0033000 -0.36 8.9E-01 -0.15 8.8E-01 1.95 3.7E-04 1.74 3.3E-03
CG14544 FBgn0039407 -0.61 7.8E-01 -0.52 5.3E-01 1.60 5.2E-03 1.51 1.5E-02
CG14636 FBgn0037217 -2.52 2.9E-02 -2.55 3.6E-03 1.55 9.3E-02 1.58 1.0E-01
CG14853 FBgn0038246 -1.12 7.2E-01 -3.05 1.7E-03 0.08 9.7E-01 2.02 6.2E-02
CG14946 FBgn0032405 0.52 8.5E-01 1.23 1.5E-01 4.16 1.5E-11 3.46 4.2E-07
CG14961 FBgn0035439 1.90 5.6E-04 0.49 4.6E-01 -1.89 4.4E-05 -0.49 4.7E-01
CG15068 FBgn0040733 -1.21 6.5E-01 -3.65 3.7E-05 0.01 1.0E+00 2.45 1.3E-02
CG15145 FBgn0032649 1.58 2.2E-01 1.87 1.7E-02 -0.71 4.6E-01 -1.01 2.5E-01
CG15423 FBgn0031580 -2.46 1.4E-01 -2.91 8.8E-03 2.12 5.4E-02 2.57 2.3E-02
CG1552 FBgn0030258 -0.77 8.5E-01 -2.36 4.7E-02 1.96 7.3E-02 3.55 9.4E-04
CG15537 FBgn0039770 -1.12 7.1E-01 -1.80 9.2E-02 1.40 1.5E-01 2.08 3.4E-02
CG15890 FBgn0030576 -1.87 1.0E-01 -2.24 4.0E-03 0.74 4.6E-01 1.11 2.2E-01
CG15891 FBgn0029860 -0.35 9.2E-01 -0.35 7.3E-01 1.99 8.9E-04 1.99 1.9E-03
CG15922 FBgn0040575 -0.40 9.2E-01 0.11 9.5E-01 3.37 7.8E-07 2.85 1.4E-04
CG16836 FBgn0040735 -0.55 8.8E-01 -1.10 3.0E-01 1.95 2.1E-02 2.50 3.8E-03
CG16890 FBgn0028932 -0.12 8.5E-01 0.12 6.2E-01 0.70 9.2E-07 0.46 3.6E-03
CG16903 FBgn0040394 -0.11 9.8E-01 -0.38 6.5E-01 1.59 3.6E-03 1.85 1.2E-03
CG17121 FBgn0039043 -1.29 7.4E-02 -0.84 1.5E-01 1.58 7.5E-04 1.13 3.1E-02
CG17141 FBgn0039020 -0.70 5.7E-01 -0.72 2.0E-01 1.03 2.4E-02 1.05 3.2E-02
CG17259 FBgn0031497 -0.13 9.8E-01 -1.00 1.5E-01 1.12 5.9E-02 1.99 6.0E-04
CG17265 FBgn0031488 -0.83 1.3E-01 -0.32 4.9E-01 1.14 6.6E-04 0.63 1.0E-01
CG17266 FBgn0033089 -0.09 9.9E-01 -0.37 7.4E-01 2.13 1.0E-03 2.40 4.9E-04
CG17360 FBgn0037949 0.31 7.6E-01 0.38 2.7E-01 -0.58 4.1E-02 -0.65 2.8E-02
CG1738 FBgn0030291 -0.54 7.3E-01 -0.52 3.6E-01 1.04 1.7E-02 1.02 3.1E-02
CG1749 FBgn0030305 -0.48 8.5E-01 -1.41 4.9E-02 1.39 3.1E-02 2.32 3.2E-04
CG1824 FBgn0030403 -0.14 9.8E-01 0.06 9.8E-01 2.36 1.1E-04 2.16 1.0E-03
CG1969 FBgn0039690 -1.16 2.3E-01 -1.58 5.2E-03 1.25 2.4E-02 1.67 3.0E-03
CG2021 FBgn0035271 -0.26 9.3E-01 0.01 9.9E-01 1.90 9.0E-05 1.63 2.0E-03
CG2200 FBgn0030447 -0.40 8.4E-01 -0.31 6.9E-01 1.49 1.9E-03 1.40 6.6E-03
CG2678 FBgn0014931 1.01 1.5E-01 0.90 7.7E-02 -0.72 1.4E-01 -0.61 2.5E-01
CG2915 FBgn0033241 -0.18 9.7E-01 -0.57 5.0E-01 1.77 3.6E-03 2.17 6.5E-04
CG2975 FBgn0031468 -2.17 2.7E-02 -2.29 2.4E-03 0.41 7.5E-01 0.52 6.6E-01
CG3008 FBgn0031643 0.34 4.1E-01 0.52 9.3E-03 -0.18 4.9E-01 -0.36 9.8E-02
CG30172 FBgn0050172 -0.14 9.8E-01 -2.34 2.1E-03 1.16 1.4E-01 3.35 8.8E-06
CG30344 FBgn0050344 -0.12 9.6E-01 -0.33 5.4E-01 1.21 9.7E-04 1.41 2.8E-04
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CG30392 FBgn0050392 -0.31 9.3E-01 0.03 9.9E-01 2.38 5.6E-05 2.03 1.5E-03
CG30423 FBgn0050423 -0.09 9.9E-01 0.30 7.9E-01 2.61 1.3E-05 2.22 6.5E-04
CG30456 FBgn0050456 -1.24 2.6E-03 0.14 8.1E-01 1.38 2.2E-05 0.00 1.0E+00
CG3097 FBgn0029804 -0.86 7.2E-01 0.54 5.6E-01 3.01 8.9E-07 1.62 1.9E-02
CG31030 FBgn0051030 -0.40 9.4E-01 -1.82 8.2E-02 2.57 2.5E-03 3.99 9.6E-06
CG31121 FBgn0051121 -0.51 8.5E-01 -0.19 8.7E-01 2.16 5.3E-04 1.83 6.7E-03
CG31235 FBgn0051235 -1.08 7.7E-01 -1.83 1.4E-01 2.15 3.5E-02 2.90 5.6E-03
CG31337 FBgn0051337 -0.28 9.3E-01 0.64 3.5E-01 2.60 1.2E-07 1.68 2.2E-03
CG31460 FBgn0051460 -0.06 9.9E-01 -0.74 2.1E-01 0.94 5.1E-02 1.61 7.6E-04
CG31516 FBgn0051516 -3.50 1.0E-02 -3.15 4.6E-03 1.29 3.3E-01 0.94 5.4E-01
CG31549 FBgn0051549 0.13 9.8E-01 0.14 9.2E-01 3.04 1.4E-05 3.03 6.4E-05
CG31706 FBgn0051706 -1.07 7.3E-01 -2.37 1.6E-02 0.84 4.7E-01 2.15 3.1E-02
CG31715 FBgn0051715 -0.17 9.7E-01 0.36 7.3E-01 2.62 1.3E-05 2.09 1.4E-03
CG31728 FBgn0051728 -0.48 8.1E-01 0.09 9.4E-01 1.96 1.1E-04 1.39 1.3E-02
CG31793 FBgn0051793 -0.13 9.6E-01 0.46 3.5E-01 -1.43 1.7E-04 -2.03 2.4E-07
CG31810 FBgn0051810 -2.47 4.8E-02 -2.94 9.8E-04 1.20 2.5E-01 1.67 1.0E-01
CG3184 FBgn0029892 -0.11 9.9E-01 -0.24 8.5E-01 2.41 2.6E-04 2.53 3.4E-04
CG31922 FBgn0051922 -0.36 9.2E-01 -0.11 9.3E-01 2.33 1.7E-04 2.09 1.9E-03
CG31957 FBgn0051957 -0.03 1.0E+00 0.34 7.7E-01 3.10 1.1E-06 2.73 9.0E-05
CG32069 FBgn0052069 -0.23 9.6E-01 -0.25 8.3E-01 2.40 2.1E-04 2.41 5.0E-04
CG32174 FBgn0052174 -0.83 7.9E-01 0.30 8.4E-01 3.42 2.9E-05 2.29 1.1E-02
CG32187 FBgn0052187 -1.04 7.0E-01 -2.23 1.2E-02 1.78 2.7E-02 2.98 4.4E-04
CG32354 FBgn0052354 -1.40 7.8E-02 -1.07 8.8E-02 0.82 1.8E-01 0.49 5.1E-01
CG33977 FBgn0053977 -0.15 9.8E-01 -0.47 6.1E-01 2.19 2.6E-04 2.52 9.0E-05
CG33993 FBgn0053993 -0.78 7.9E-01 0.12 9.5E-01 3.21 2.0E-05 2.32 4.8E-03
CG34112 FBgn0086608 -0.83 7.5E-01 -2.28 1.9E-03 0.23 8.7E-01 1.69 3.4E-02
CG34163 FBgn0085192 -0.09 9.9E-01 -0.42 6.6E-01 2.06 6.6E-04 2.39 2.0E-04
CG34183 FBgn0085212 -0.40 7.8E-01 -0.61 2.2E-01 0.92 1.6E-02 1.13 5.4E-03
CG34251 FBgn0085280 -1.51 4.6E-01 -1.81 7.9E-02 1.76 5.6E-02 2.05 3.1E-02
CG34279 FBgn0085308 -2.41 1.2E-01 -4.24 8.2E-06 0.29 8.9E-01 2.12 5.5E-02
CG34284 FBgn0085313 -1.30 4.4E-01 -2.98 5.1E-05 -0.24 8.7E-01 1.44 1.0E-01
CG3548 FBgn0035033 -0.36 7.9E-01 -0.41 3.9E-01 1.13 1.4E-03 1.18 1.8E-03
CG3603 FBgn0029648 0.07 1.0E+00 -0.29 8.1E-01 2.45 2.7E-04 2.81 9.0E-05
CG3609 FBgn0031418 -0.51 8.4E-01 -0.69 3.9E-01 2.24 1.3E-04 2.43 1.1E-04
CG3649 FBgn0034785 -0.36 9.5E-01 -1.35 2.1E-01 2.20 7.8E-03 3.20 2.5E-04
CG3689 FBgn0035987 -0.30 5.7E-01 -0.61 2.7E-03 0.19 4.7E-01 0.49 2.1E-02
CG3814 FBgn0025692 -1.49 5.8E-02 -0.69 3.1E-01 1.59 2.7E-03 0.79 2.1E-01
CG3880 FBgn0035057 -0.42 9.4E-01 -1.29 2.7E-01 2.19 1.7E-02 3.06 1.2E-03
CG3909 FBgn0027524 -0.20 9.6E-01 -0.18 8.7E-01 2.07 4.0E-04 2.05 1.0E-03
CG40228 FBgn0063670 0.06 1.0E+00 0.00 1.0E+00 2.09 2.0E-05 2.15 5.2E-05
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CG40472 FBgn0085736 -0.04 1.0E+00 -0.03 9.9E-01 2.33 9.8E-05 2.32 3.1E-04
CG41128 FBgn0069923 -0.30 9.4E-01 0.05 9.8E-01 2.35 6.6E-05 2.01 1.7E-03
CG42249 FBgn0259101 -0.87 7.7E-01 -3.06 1.7E-04 0.09 9.6E-01 2.28 9.5E-03
CG42259 FBgn0266569 -0.22 9.7E-01 -0.28 8.3E-01 3.10 8.4E-06 3.16 3.2E-05
CG42327 FBgn0259227 0.18 8.9E-01 0.33 3.6E-01 -0.69 1.7E-02 -0.84 4.6E-03
CG42382 FBgn0259728 -0.46 8.0E-01 -0.08 9.5E-01 1.90 7.2E-05 1.51 3.5E-03
CG43133 FBgn0262607 0.94 3.3E-01 2.53 8.7E-09 0.56 3.5E-01 -1.03 5.3E-02
CG43236 FBgn0262881 -0.54 9.0E-01 -1.37 2.2E-01 2.35 8.1E-03 3.17 5.3E-04
CG43324 FBgn0263029 -1.20 5.1E-01 -0.80 3.9E-01 1.77 1.5E-02 1.37 9.0E-02
CG4409 FBgn0034128 -1.12 6.9E-01 -0.85 4.5E-01 2.40 3.5E-03 2.13 1.7E-02
CG44250 FBgn0265185 -0.76 8.0E-01 -0.06 9.9E-01 3.89 1.8E-07 3.19 1.0E-04
CG44625 FBgn0265836 -1.56 6.3E-01 -1.63 2.3E-01 3.32 1.3E-03 3.39 2.1E-03
CG4570 FBgn0037844 -0.85 7.2E-01 -1.06 2.1E-01 1.66 1.3E-02 1.86 8.2E-03
CG4646 FBgn0033810 -0.23 9.7E-01 -0.46 6.9E-01 2.70 1.3E-04 2.93 1.0E-04
CG4741 FBgn0035040 -1.17 4.0E-03 -0.72 6.0E-02 0.72 4.0E-02 0.28 5.7E-01
CG4860 FBgn0037999 0.18 9.8E-01 0.41 7.5E-01 3.23 1.1E-05 3.00 1.8E-04
CG5002 FBgn0034275 -0.22 9.4E-01 -1.36 5.4E-03 0.29 6.9E-01 1.43 3.1E-03
CG5013 FBgn0038396 -0.12 9.9E-01 0.21 8.7E-01 3.13 4.9E-06 2.79 1.8E-04
CG5084 FBgn0034288 -4.32 3.1E-04 -4.54 9.4E-06 0.35 8.7E-01 0.58 7.5E-01
CG5261 FBgn0031912 0.29 4.7E-01 0.23 2.8E-01 -0.63 9.0E-05 -0.58 1.0E-03
CG5282 FBgn0036986 -1.13 6.5E-01 -1.80 5.5E-02 1.36 1.2E-01 2.03 2.1E-02
CG5382 FBgn0038950 -0.11 9.8E-01 -0.63 3.2E-01 1.14 2.5E-02 1.65 1.2E-03
CG5397 FBgn0031327 0.19 9.7E-01 0.09 9.6E-01 3.45 2.3E-07 3.55 7.6E-07
CG5399 FBgn0038353 -1.46 2.5E-01 0.47 6.5E-01 3.20 7.2E-07 1.26 1.1E-01
CG5412 FBgn0038806 -0.11 9.9E-01 -0.15 9.1E-01 2.80 2.0E-05 2.83 6.7E-05
CG5522 FBgn0034158 0.26 8.6E-01 0.33 5.1E-01 -0.97 7.7E-03 -1.04 6.8E-03
CG5525 FBgn0032444 -0.14 9.8E-01 -0.50 6.0E-01 2.19 4.8E-04 2.55 1.3E-04
CG5535 FBgn0036764 -0.10 9.9E-01 -1.25 7.3E-02 0.91 1.7E-01 2.06 7.3E-04
CG5715 FBgn0039180 7.57 9.0E-20 1.11 3.7E-01 -1.78 5.4E-02 4.68 2.1E-07
CG5721 FBgn0034315 -0.02 1.0E+00 0.38 7.1E-01 2.66 1.2E-05 2.26 6.5E-04
CG5767 FBgn0034292 -3.88 3.0E-03 -3.89 3.0E-04 1.01 5.0E-01 1.02 4.9E-01
CG5770 FBgn0034291 -3.37 1.1E-02 -3.13 3.5E-03 1.30 3.1E-01 1.07 4.4E-01
CG5773 FBgn0034290 0.49 7.6E-01 -1.11 1.6E-02 -2.99 2.4E-15 -1.38 1.8E-03
CG5846 FBgn0032171 -0.39 9.3E-01 -0.10 9.5E-01 3.10 5.8E-06 2.81 1.6E-04
CG6180 FBgn0032453 0.10 9.9E-01 0.01 1.0E+00 3.01 2.7E-05 3.10 6.4E-05
CG6195 FBgn0038723 -0.31 9.3E-01 -0.28 7.9E-01 1.95 7.5E-04 1.91 2.0E-03
CG6236 FBgn0038318 0.17 9.7E-01 -0.38 6.9E-01 1.88 1.9E-03 2.43 1.2E-04
CG6414 FBgn0029690 -0.38 9.5E-01 -1.64 1.3E-01 2.09 1.7E-02 3.35 2.1E-04
CG6495 FBgn0027550 -0.71 8.5E-01 -2.42 1.7E-02 1.06 3.5E-01 2.77 4.4E-03
CG6610 FBgn0035675 -0.23 9.6E-01 -0.36 7.5E-01 2.27 5.9E-04 2.41 6.1E-04
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CG6617 FBgn0030944 -0.37 9.0E-01 0.19 8.5E-01 2.41 2.0E-05 1.85 2.7E-03
CG6833 FBgn0036405 -0.47 7.5E-01 -0.15 8.2E-01 1.23 1.3E-03 0.91 3.3E-02
CG7006 FBgn0039233 -0.26 9.6E-01 -0.69 4.2E-01 2.10 7.0E-04 2.53 1.2E-04
CG7048 FBgn0038976 -0.19 9.5E-01 0.01 9.9E-01 1.56 1.9E-04 1.36 2.8E-03
CG7101 FBgn0030963 -0.54 6.9E-01 -1.07 1.9E-02 0.45 3.8E-01 0.99 3.3E-02
CG7646 FBgn0036926 -0.69 7.0E-01 -0.68 3.1E-01 1.63 1.2E-03 1.63 2.5E-03
CG7985 FBgn0028499 0.04 1.0E+00 -1.01 2.9E-01 2.20 2.0E-03 3.25 1.8E-05
CG8010 FBgn0031008 0.02 1.0E+00 -0.45 6.2E-01 1.71 4.3E-03 2.18 4.9E-04
CG8078 FBgn0033375 0.10 9.9E-01 -0.10 9.5E-01 2.72 6.1E-05 2.92 6.4E-05
CG8111 FBgn0035825 0.20 9.7E-01 -0.09 9.5E-01 2.22 2.4E-04 2.50 1.0E-04
CG8273 FBgn0037716 0.47 2.9E-01 0.39 1.8E-01 -0.48 5.4E-02 -0.39 1.6E-01
CG8321 FBgn0033677 -0.68 3.3E-01 -0.51 2.5E-01 0.80 2.4E-02 0.63 1.1E-01
CG8386 FBgn0034061 -0.18 9.7E-01 -0.26 8.2E-01 2.27 1.9E-04 2.36 3.0E-04
CG8399 FBgn0034067 -0.72 7.2E-01 -1.53 1.2E-02 0.81 2.2E-01 1.62 6.9E-03
CG8635 FBgn0033317 -0.13 9.8E-01 -0.26 8.2E-01 2.13 6.0E-04 2.26 6.1E-04
CG8675 FBgn0030834 -0.31 8.9E-01 -0.43 5.2E-01 1.41 3.1E-03 1.54 2.3E-03
CG8778 FBgn0033761 -0.07 1.0E+00 0.05 9.9E-01 2.88 6.9E-05 2.76 4.1E-04
CG8837 FBgn0031520 -1.12 2.6E-01 -2.04 1.4E-04 0.47 5.4E-01 1.39 1.9E-02
CG8952 FBgn0030688 -1.55 1.9E-01 -2.68 8.7E-05 0.42 7.1E-01 1.55 4.7E-02
CG9034 FBgn0040931 0.04 1.0E+00 0.03 9.9E-01 3.34 4.8E-06 3.35 2.6E-05
CG9135 FBgn0031769 -0.59 6.5E-01 -0.77 1.2E-01 0.87 4.4E-02 1.05 1.8E-02
CG9149 FBgn0035203 -0.19 9.7E-01 -0.01 9.9E-01 2.70 5.8E-05 2.52 5.0E-04
CG9338 FBgn0032899 -0.59 8.2E-01 -0.57 5.5E-01 2.48 1.3E-04 2.46 4.2E-04
CG9372 FBgn0036891 0.07 1.0E+00 0.13 9.2E-01 3.23 2.8E-07 3.18 3.9E-06
CG9422 FBgn0033092 -0.14 9.5E-01 -0.79 3.2E-02 0.52 1.5E-01 1.17 6.0E-04
CG9427 FBgn0037721 -0.75 7.9E-01 0.20 8.8E-01 3.06 2.0E-05 2.11 7.8E-03
CG9452 FBgn0036877 0.36 9.6E-01 1.30 2.8E-01 5.18 1.8E-09 4.24 1.2E-05
CG9521 FBgn0030588 -0.21 9.8E-01 -1.13 3.8E-01 2.73 3.2E-03 3.65 2.6E-04
CG9593 FBgn0038365 -0.92 7.6E-01 -1.26 2.3E-01 2.00 1.4E-02 2.34 6.5E-03
CG9682 FBgn0039760 -3.67 9.7E-04 -3.09 1.6E-03 1.37 2.2E-01 0.78 5.7E-01
CG9686 FBgn0030158 -0.98 4.5E-01 0.82 2.4E-01 2.84 2.4E-08 1.05 9.6E-02
CG9689 FBgn0030159 -0.43 9.3E-01 0.20 8.9E-01 3.96 4.1E-08 3.33 3.3E-05
CG9769 FBgn0037270 -0.06 1.0E+00 -0.37 7.3E-01 2.11 7.8E-04 2.41 2.9E-04
CG9914 FBgn0030737 -0.27 8.9E-01 1.96 7.9E-07 0.04 9.7E-01 -2.19 2.2E-07
CHOp24 FBgn0029709 -0.05 1.0E+00 -0.49 6.4E-01 2.13 1.6E-03 2.57 2.9E-04
Chrac-16 FBgn0043001 -0.05 1.0E+00 -0.38 7.1E-01 2.07 8.5E-04 2.39 2.9E-04
Cht2 FBgn0022702 -0.25 9.6E-01 -0.46 6.9E-01 2.89 2.6E-05 3.09 3.3E-05
Cog7 FBgn0051040 -0.50 4.5E-01 -0.87 3.7E-03 0.46 1.6E-01 0.83 7.0E-03
colt FBgn0019830 -0.19 9.6E-01 -0.52 5.2E-01 1.60 5.8E-03 1.92 1.4E-03
COX5A FBgn0019624 -0.03 1.0E+00 0.07 9.8E-01 2.82 3.7E-05 2.72 2.4E-04
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CR30055 FBgn0050055 -0.45 6.2E-01 -0.08 8.8E-01 1.08 1.3E-04 0.71 2.3E-02
CR32111 FBgn0052111 -1.22 4.6E-01 -1.51 7.0E-02 1.49 4.1E-02 1.78 2.1E-02
CR32207 FBgn0052207 1.05 6.6E-01 -0.31 8.1E-01 2.47 6.1E-04 3.83 2.3E-07
CR42491 FBgn0259993 -0.33 8.8E-01 -0.78 2.1E-01 1.46 2.3E-03 1.91 1.5E-04
CR43264 FBgn0262945 -0.17 9.8E-01 0.54 6.1E-01 3.22 1.2E-06 2.52 5.7E-04
CR43957 FBgn0264617 -0.62 8.4E-01 0.04 9.9E-01 3.85 1.6E-08 3.19 2.6E-05
CR43995 FBgn0264727 -0.52 8.4E-01 -0.82 3.2E-01 1.60 1.3E-02 1.90 4.6E-03
CR44145 FBgn0264994 -1.88 5.4E-02 -0.52 5.8E-01 2.40 2.0E-04 1.03 1.8E-01
CR45140 FBgn0266633 -1.17 4.9E-01 -1.71 3.3E-02 1.48 4.1E-02 2.02 7.3E-03
crok FBgn0032421 -0.20 9.6E-01 0.27 8.1E-01 2.69 5.8E-06 2.22 6.0E-04
Csat FBgn0024994 -0.65 1.8E-01 -1.14 5.2E-05 -0.11 8.4E-01 0.38 3.0E-01
Cyp12a4 FBgn0038681 -1.13 8.2E-02 -2.99 1.8E-14 -1.00 2.6E-02 0.86 9.2E-02
Cyp28d1 FBgn0031689 0.22 9.1E-01 -1.35 3.2E-04 -2.81 4.8E-17 -1.24 1.8E-03
Cyp4d14 FBgn0023541 0.85 3.3E-01 0.40 5.1E-01 -1.17 7.4E-03 -0.72 1.6E-01
dbe FBgn0020305 -0.25 8.8E-01 -0.48 3.1E-01 0.88 1.6E-02 1.11 3.4E-03
Dbp21E2 FBgn0086130 -0.17 8.7E-01 -1.13 6.7E-06 0.04 9.5E-01 1.00 2.7E-04
dgt2 FBgn0032390 -0.40 9.0E-01 -0.21 8.5E-01 2.35 1.1E-04 2.16 9.6E-04
Dhfr FBgn0004087 0.28 9.6E-01 0.02 9.9E-01 3.13 4.4E-06 3.40 3.9E-06
Dip-C FBgn0000455 0.01 1.0E+00 0.35 7.5E-01 2.74 9.9E-06 2.40 3.8E-04
dj-1beta FBgn0039802 0.36 9.4E-01 -0.04 9.9E-01 2.72 1.5E-04 3.12 5.2E-05
Doc2 FBgn0035956 -0.80 7.6E-01 -1.52 6.8E-02 1.18 1.2E-01 1.90 1.2E-02
Doc3 FBgn0035954 -1.11 2.8E-01 -0.85 2.1E-01 1.21 3.0E-02 0.95 1.3E-01
Dph5 FBgn0024558 0.01 1.0E+00 -0.54 5.6E-01 1.94 2.2E-03 2.50 1.8E-04
Dpit47 FBgn0266518 -0.26 9.3E-01 -0.56 4.0E-01 1.48 2.5E-03 1.78 5.3E-04
dpr7 FBgn0053481 -0.56 8.9E-01 -1.98 5.1E-02 1.44 1.4E-01 2.86 1.8E-03
dUTPase FBgn0250837 -0.46 8.6E-01 -0.65 4.6E-01 2.37 1.2E-04 2.56 1.1E-04
E(spl)m2-BFM FBgn0002592 -0.82 6.9E-01 -0.75 3.4E-01 1.47 1.6E-02 1.40 3.4E-02
E(spl)m3-HLH FBgn0002609 -0.92 4.8E-01 -0.66 3.4E-01 1.44 7.0E-03 1.18 4.7E-02
E(spl)mdelta-HLH FBgn0002734 -0.95 6.8E-01 -1.60 4.8E-02 0.90 2.8E-01 1.55 4.9E-02
e(y)2 FBgn0000618 -0.13 9.8E-01 0.12 9.3E-01 2.60 2.1E-05 2.35 4.0E-04
Eh FBgn0000564 -1.21 7.6E-01 -2.00 1.3E-01 2.25 4.5E-02 3.03 7.3E-03
elB FBgn0004858 -1.15 8.9E-02 -1.52 9.4E-04 0.34 6.3E-01 0.70 2.0E-01
epsilonCOP FBgn0027496 -0.27 9.6E-01 -0.42 7.3E-01 2.91 5.1E-05 3.06 7.8E-05
ETHR FBgn0038874 -2.73 2.9E-03 -4.25 9.5E-09 -0.83 4.3E-01 0.69 5.8E-01
FER FBgn0000723 -0.98 1.0E-01 -1.03 1.6E-02 0.68 1.2E-01 0.72 1.1E-01
Fib FBgn0003062 -0.18 9.7E-01 -0.63 5.1E-01 2.13 1.7E-03 2.59 3.1E-04
fsd FBgn0033813 -0.04 1.0E+00 0.17 8.9E-01 2.93 9.0E-06 2.71 1.5E-04
Fuca FBgn0036169 0.27 8.4E-01 0.08 8.9E-01 -1.29 7.3E-05 -1.09 1.9E-03
FucT6 FBgn0030327 -0.20 9.6E-01 -0.93 2.0E-01 1.30 3.0E-02 2.03 6.9E-04
fy FBgn0001084 -0.66 5.7E-01 -0.48 3.9E-01 1.29 1.5E-03 1.10 1.3E-02
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sym FBgn Δlog2 padj Δlog2 padj Δlog2 padj Δlog2 padj
Gale FBgn0035147 -0.68 6.0E-01 -1.73 6.6E-05 0.07 9.4E-01 1.12 1.9E-02
GILT1 FBgn0038149 -0.48 8.3E-01 -1.09 1.1E-01 1.43 1.3E-02 2.05 5.0E-04
Glg1 FBgn0264561 0.24 7.5E-01 -0.07 8.4E-01 -0.80 2.2E-05 -0.50 2.1E-02
Gpdh FBgn0001128 0.45 7.7E-01 -0.02 9.9E-01 -1.79 3.4E-06 -1.32 2.0E-03
grnd FBgn0032682 -0.74 6.8E-01 -0.92 1.7E-01 1.25 2.2E-02 1.43 1.2E-02
grp FBgn0261278 -0.41 7.5E-01 -0.59 1.7E-01 0.71 5.0E-02 0.89 1.7E-02
GstE13 FBgn0033381 0.35 9.2E-01 -0.77 3.4E-01 2.05 6.2E-04 3.17 2.4E-07
GstS1 FBgn0010226 0.08 9.6E-01 -0.07 8.4E-01 -0.87 1.3E-05 -0.71 9.9E-04
Gtp-bp FBgn0010391 -0.13 9.8E-01 -1.27 1.4E-01 1.75 1.3E-02 2.89 5.2E-05
Gycalpha99B FBgn0013972 -0.25 9.6E-01 -1.56 4.3E-02 0.77 3.2E-01 2.09 2.9E-03
Hakai FBgn0032812 -0.39 8.4E-01 -0.65 3.0E-01 1.18 1.6E-02 1.44 4.4E-03
He FBgn0028430 -0.05 1.0E+00 -0.96 3.5E-01 2.15 6.5E-03 3.05 1.8E-04
Hel25E FBgn0014189 -0.18 9.1E-01 -0.48 2.1E-01 0.62 5.4E-02 0.92 3.7E-03
Herp FBgn0031950 0.61 1.0E-01 -0.44 1.5E-01 -1.34 2.6E-09 -0.29 3.6E-01
His4r FBgn0013981 -0.34 9.2E-01 -0.24 8.2E-01 2.32 6.1E-05 2.22 3.7E-04
hng1 FBgn0034599 0.03 1.0E+00 -0.03 9.9E-01 2.84 2.7E-05 2.90 7.9E-05
hoe2 FBgn0031649 -2.85 4.1E-03 -4.42 7.5E-09 -1.08 2.9E-01 0.49 7.3E-01
hoip FBgn0015393 -0.29 9.2E-01 -0.84 1.9E-01 1.07 4.6E-02 1.61 2.5E-03
HP1b FBgn0030082 -0.27 9.3E-01 -0.56 4.0E-01 1.64 7.7E-04 1.94 1.8E-04
HP1c FBgn0039019 -0.37 9.2E-01 -0.19 8.7E-01 2.42 1.0E-04 2.24 8.1E-04
Hs3st-B FBgn0031005 -0.90 7.9E-01 -2.38 2.6E-02 1.25 2.6E-01 2.73 7.2E-03
Hsc70-3 FBgn0001218 0.71 5.4E-01 -0.14 8.6E-01 -1.79 1.9E-05 -0.94 5.5E-02
Hsc70-5 FBgn0001220 0.51 1.9E-01 -0.02 9.7E-01 -0.91 2.0E-05 -0.39 1.4E-01
HSPC300 FBgn0061198 -0.18 9.7E-01 0.46 6.4E-01 2.96 1.4E-06 2.31 5.9E-04
ImpE3 FBgn0001255 -0.87 7.5E-01 -0.02 9.9E-01 3.04 6.8E-06 2.19 3.2E-03
in FBgn0001259 -0.57 8.2E-01 -0.97 2.4E-01 1.53 1.9E-02 1.93 4.4E-03
iPLA2-VIA FBgn0036053 1.36 1.3E-06 -0.20 6.2E-01 -1.37 7.7E-08 0.19 6.6E-01
Ipod FBgn0030187 1.15 5.0E-01 0.51 6.2E-01 -2.40 7.6E-04 -1.77 3.0E-02
jbug FBgn0028371 -0.82 3.0E-01 -1.29 2.3E-03 0.16 8.4E-01 0.63 2.0E-01
JhI-21 FBgn0028425 -0.53 6.7E-01 -0.75 1.0E-01 0.64 1.3E-01 0.86 4.1E-02
kar FBgn0001296 -1.36 3.0E-03 0.08 9.1E-01 1.80 3.0E-07 0.37 4.7E-01
l(2)34Fc FBgn0261534 -0.32 9.6E-01 0.58 6.4E-01 3.71 1.3E-06 2.81 8.1E-04
l(2)35Be FBgn0261881 0.02 1.0E+00 0.03 9.9E-01 2.65 5.0E-05 2.64 1.8E-04
l(3)01239 FBgn0010741 -0.27 8.6E-01 -0.29 5.8E-01 1.15 8.9E-04 1.17 1.6E-03
Lcp3 FBgn0002534 -0.93 8.0E-01 -4.32 4.7E-06 -0.25 9.0E-01 3.15 2.3E-03
LKRSDH FBgn0025687 0.81 5.8E-02 -0.68 3.9E-02 0.54 8.5E-02 2.04 5.4E-14
Lmpt FBgn0261565 -1.19 2.4E-05 0.29 3.9E-01 -1.15 9.8E-06 -2.63 8.9E-29
Lon FBgn0036892 0.23 7.8E-01 0.31 2.7E-01 -0.47 4.1E-02 -0.56 2.1E-02
Lpin FBgn0263593 0.60 4.9E-01 0.21 7.1E-01 -1.30 1.3E-04 -0.92 1.6E-02
LSm7 FBgn0261068 -0.19 9.7E-01 -0.34 7.7E-01 2.81 1.9E-05 2.97 3.3E-05
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mab-21 FBgn0029003 -0.86 7.1E-01 -1.05 2.1E-01 1.83 5.3E-03 2.02 3.3E-03
mAChR-B FBgn0037546 0.89 7.2E-01 1.98 5.0E-03 -1.70 2.7E-02 -2.79 2.1E-04
Mcm3 FBgn0024332 -0.48 8.7E-01 -0.26 8.3E-01 2.34 3.9E-04 2.13 2.8E-03
Mco1 FBgn0032116 0.76 6.6E-01 1.72 1.5E-03 -0.65 3.4E-01 -1.61 3.7E-03
Mctp FBgn0034389 0.39 8.3E-01 1.92 2.0E-05 -0.09 9.3E-01 -1.61 8.2E-04
MED21 FBgn0040020 -0.18 9.4E-01 -0.26 6.6E-01 1.31 2.7E-04 1.39 3.2E-04
MED4 FBgn0035754 0.06 1.0E+00 -0.01 9.9E-01 2.49 7.9E-05 2.56 1.6E-04
MFS9 FBgn0038799 -1.60 3.7E-01 -4.70 6.4E-09 0.06 9.7E-01 3.15 5.4E-04
Mipp2 FBgn0026060 0.18 8.7E-01 0.46 1.5E-01 -0.55 4.8E-02 -0.83 2.7E-03
mira FBgn0021776 -0.70 8.4E-01 -3.01 6.1E-04 0.03 9.9E-01 2.34 1.3E-02
mnd FBgn0002778 -0.91 1.3E-01 -1.13 5.0E-03 0.60 1.7E-01 0.81 5.9E-02
Mocs1 FBgn0263241 -0.10 9.7E-01 0.77 3.2E-02 -0.60 1.1E-01 -1.47 1.8E-05
MRE16 FBgn0267910 -0.05 1.0E+00 0.25 8.6E-01 4.26 1.1E-08 3.96 1.1E-06
mrn FBgn0261109 -0.02 1.0E+00 -0.26 8.2E-01 2.16 7.3E-04 2.40 4.2E-04
mRpL2 FBgn0036135 -0.13 9.8E-01 -0.17 9.0E-01 2.59 1.2E-04 2.63 2.9E-04
mRpL20 FBgn0036335 -0.14 9.7E-01 -0.43 5.1E-01 1.28 5.5E-03 1.58 1.1E-03
mRpL21 FBgn0036853 -0.30 9.3E-01 -0.10 9.3E-01 1.97 4.1E-04 1.77 3.2E-03
mRpL23 FBgn0035335 -0.27 8.9E-01 -0.45 4.3E-01 1.06 1.2E-02 1.23 5.4E-03
mRpL27 FBgn0053002 -0.31 9.5E-01 -0.33 7.9E-01 2.63 9.8E-05 2.65 2.7E-04
mRpL30 FBgn0029718 0.00 1.0E+00 -0.07 9.7E-01 2.48 9.2E-05 2.55 1.8E-04
mRpL34 FBgn0083983 -0.18 9.8E-01 0.16 9.2E-01 3.26 6.5E-06 2.93 2.0E-04
mRpL36 FBgn0042112 -0.09 9.9E-01 0.10 9.5E-01 2.53 8.7E-05 2.34 7.4E-04
mRpL4 FBgn0001995 -0.24 9.5E-01 -0.51 4.9E-01 1.45 5.8E-03 1.72 1.8E-03
mRpL40 FBgn0037892 -0.19 9.6E-01 -0.14 9.0E-01 2.10 1.7E-04 2.05 6.5E-04
mRpL42 FBgn0033480 -0.34 9.3E-01 0.01 9.9E-01 2.39 8.7E-05 2.03 2.1E-03
mRpL46 FBgn0035272 0.10 9.9E-01 0.07 9.8E-01 3.05 1.5E-05 3.08 5.5E-05
mRpL49 FBgn0030433 -0.40 8.9E-01 -0.53 5.5E-01 2.18 2.7E-04 2.30 3.2E-04
mRpL51 FBgn0032053 -0.19 9.7E-01 -0.23 8.3E-01 1.96 6.8E-04 2.00 1.1E-03
mRpL52 FBgn0033208 -0.16 9.7E-01 0.14 9.0E-01 2.41 2.9E-05 2.11 7.3E-04
mRpS14 FBgn0044030 -0.36 9.3E-01 0.20 8.7E-01 2.80 1.4E-05 2.23 1.5E-03
mRpS21 FBgn0044511 -0.17 9.7E-01 0.04 9.9E-01 2.74 1.9E-05 2.53 2.8E-04
mRpS25 FBgn0030572 -0.13 9.8E-01 -0.02 9.9E-01 2.50 5.2E-05 2.39 3.4E-04
mRpS26 FBgn0036774 -0.26 9.6E-01 -0.54 6.0E-01 2.42 3.1E-04 2.69 1.7E-04
msd1 FBgn0035209 -0.50 8.5E-01 -0.16 8.9E-01 2.34 1.7E-04 2.00 3.0E-03
msd5 FBgn0035210 -0.38 9.2E-01 -0.31 7.9E-01 2.22 4.7E-04 2.15 1.6E-03
mthl9 FBgn0035131 -0.92 5.7E-02 -1.23 2.5E-04 0.03 9.7E-01 0.33 4.9E-01
ND-30 FBgn0266582 -0.10 9.9E-01 0.08 9.7E-01 2.94 1.8E-05 2.76 2.0E-04
ND-AGGG FBgn0058002 -0.23 9.6E-01 0.10 9.4E-01 2.36 4.5E-05 2.03 1.2E-03
ND-B12 FBgn0034645 -0.07 1.0E+00 0.22 8.7E-01 3.46 1.5E-06 3.16 5.8E-05
ND-B14.5A FBgn0025839 -0.18 9.8E-01 0.07 9.8E-01 3.47 1.8E-06 3.23 5.2E-05
264
F3IN vs. S3IN F3IN vs. FWPP S3IN vs. SWPP FWPP vs. SWPP
sym FBgn Δlog2 padj Δlog2 padj Δlog2 padj Δlog2 padj
ND-B14.5B FBgn0031505 -0.03 1.0E+00 0.10 9.6E-01 3.60 1.5E-06 3.47 2.4E-05
ND-B18 FBgn0030605 -0.19 9.7E-01 0.07 9.7E-01 2.59 6.1E-05 2.33 8.4E-04
ND-PDSW FBgn0021967 -0.17 9.7E-01 -0.14 9.2E-01 2.44 1.7E-04 2.41 5.7E-04
Nep1 FBgn0029843 -1.22 3.0E-01 -1.70 9.7E-03 0.54 5.3E-01 1.02 1.6E-01
Nep3 FBgn0031081 -0.83 1.4E-01 -2.08 3.6E-10 -0.57 1.6E-01 0.68 1.1E-01
ng3 FBgn0010295 -1.90 4.6E-01 -3.03 8.5E-03 1.07 4.6E-01 2.19 7.1E-02
NimB1 FBgn0027929 -0.58 8.6E-01 -0.22 8.8E-01 3.11 2.6E-05 2.75 6.1E-04
NimB2 FBgn0028543 -0.12 9.9E-01 -2.01 7.9E-03 0.61 5.5E-01 2.50 6.7E-04
Nle FBgn0021874 -0.11 9.8E-01 -0.87 2.8E-01 1.49 2.1E-02 2.24 6.0E-04
Not10 FBgn0260444 0.03 1.0E+00 -0.29 8.0E-01 2.20 6.6E-04 2.52 2.5E-04
Nup37 FBgn0039301 -0.54 7.2E-01 -0.66 2.1E-01 0.82 6.2E-02 0.95 4.2E-02
Nup43 FBgn0038609 -0.09 9.9E-01 -0.51 6.5E-01 2.96 1.8E-05 3.38 5.7E-06
Obp99a FBgn0039678 -0.06 1.0E+00 -2.35 1.1E-02 1.20 2.4E-01 3.49 9.0E-05
obst-B FBgn0027600 -0.79 7.5E-01 0.08 9.6E-01 2.68 1.9E-05 1.81 9.2E-03
obst-J FBgn0036940 -3.03 2.8E-02 -2.11 7.5E-02 2.60 1.0E-02 1.69 1.5E-01
Orct2 FBgn0086365 -0.60 7.8E-01 -1.27 5.9E-02 0.79 2.4E-01 1.46 2.0E-02
oxt FBgn0015360 0.20 8.6E-01 0.40 2.5E-01 -0.67 1.6E-02 -0.87 2.4E-03
Pal2 FBgn0262728 -0.86 7.7E-01 -1.66 7.9E-02 1.18 2.0E-01 1.98 2.2E-02
Pbgs FBgn0036271 -0.07 1.0E+00 -1.21 1.5E-01 1.23 9.0E-02 2.37 6.5E-04
pch2 FBgn0051453 -0.13 9.7E-01 -0.15 8.7E-01 2.08 1.5E-05 2.10 5.6E-05
Pebp1 FBgn0038973 -2.41 1.3E-01 -2.90 5.7E-03 2.04 5.3E-02 2.53 1.8E-02
Pex19 FBgn0032407 0.28 9.5E-01 -0.21 8.5E-01 2.16 6.0E-04 2.66 6.8E-05
Pex7 FBgn0035922 -1.28 6.9E-01 -2.87 6.0E-03 0.50 7.7E-01 2.09 6.3E-02
Pgam5 FBgn0023517 -0.28 9.5E-01 -0.24 8.4E-01 2.19 4.7E-04 2.14 1.4E-03
Pgant35A FBgn0001970 -0.21 9.7E-01 -0.17 8.9E-01 2.62 3.6E-05 2.58 1.7E-04
PIG-C FBgn0035435 -0.01 1.0E+00 1.26 1.2E-05 0.03 9.7E-01 -1.25 5.5E-05
pncr013:4 FBgn0262731 0.06 1.0E+00 -0.12 9.0E-01 1.79 3.4E-04 1.97 2.4E-04
pnut FBgn0013726 -0.52 3.3E-01 -0.16 7.1E-01 0.88 6.3E-04 0.52 8.2E-02
Prosbeta6 FBgn0002284 -0.11 8.8E-01 0.59 2.6E-04 -0.02 9.6E-01 -0.72 1.8E-05
Prp38 FBgn0050342 -0.16 9.7E-01 -0.17 8.8E-01 2.23 1.5E-04 2.24 4.0E-04
PSR FBgn0038948 -0.23 9.6E-01 -0.08 9.6E-01 2.26 3.3E-04 2.11 1.9E-03
r-l FBgn0003257 -0.50 7.6E-01 -0.81 1.3E-01 0.81 8.4E-02 1.11 1.8E-02
Rab23 FBgn0037364 -0.95 4.9E-01 -1.03 1.4E-01 1.11 6.3E-02 1.19 6.0E-02
RabX1 FBgn0015372 -0.70 6.5E-01 -1.35 1.2E-02 0.54 4.0E-01 1.18 3.1E-02
Rae1 FBgn0034646 -0.14 9.8E-01 -0.17 8.7E-01 1.84 8.0E-04 1.87 1.4E-03
Rbp1 FBgn0260944 -0.34 8.9E-01 -0.08 9.5E-01 1.91 2.1E-04 1.64 3.3E-03
rdgBbeta FBgn0027872 0.62 4.7E-01 0.91 2.0E-02 -0.51 2.2E-01 -0.80 4.3E-02
ref(2)P FBgn0003231 0.28 8.1E-01 0.08 8.8E-01 -1.03 7.4E-04 -0.83 1.3E-02
regucalcin FBgn0030362 -0.12 9.8E-01 -0.75 4.3E-01 2.18 1.7E-03 2.81 1.2E-04
RNASEK FBgn0262116 -0.21 9.6E-01 -0.03 9.9E-01 2.67 2.0E-05 2.48 2.6E-04
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robl FBgn0024196 -0.38 9.1E-01 0.08 9.6E-01 2.76 6.5E-06 2.30 5.8E-04
roX2 FBgn0019660 -0.60 8.3E-01 -0.56 5.9E-01 2.21 1.7E-03 2.16 3.8E-03
RPA3 FBgn0266421 0.08 9.9E-01 -0.37 7.1E-01 2.15 4.1E-04 2.60 6.1E-05
RpII18 FBgn0003275 -0.32 9.3E-01 -0.54 5.3E-01 2.00 8.4E-04 2.22 5.0E-04
RpII33 FBgn0026373 -0.65 7.0E-01 -0.29 7.0E-01 1.44 2.7E-03 1.09 4.2E-02
RpL11 FBgn0013325 -0.09 9.9E-01 -0.16 9.1E-01 2.47 4.9E-04 2.54 7.6E-04
RpL13A FBgn0037351 0.10 9.9E-01 -0.21 8.7E-01 2.53 3.8E-04 2.84 1.8E-04
RpL23 FBgn0010078 0.06 1.0E+00 -0.10 9.6E-01 3.20 2.1E-05 3.36 3.5E-05
RpL27A FBgn0261606 -0.06 1.0E+00 -0.27 8.3E-01 2.29 7.1E-04 2.50 5.0E-04
RpL36 FBgn0002579 0.05 1.0E+00 -0.11 9.5E-01 3.14 2.1E-05 3.31 3.5E-05
RpL38 FBgn0040007 0.09 9.9E-01 0.03 9.9E-01 2.73 5.2E-05 2.79 1.2E-04
RpL41 FBgn0066084 -0.02 1.0E+00 -0.21 8.6E-01 2.23 8.0E-04 2.42 6.1E-04
Rpn2 FBgn0028692 -0.09 9.4E-01 0.55 4.5E-03 -0.20 4.0E-01 -0.83 9.6E-06
Rpn5 FBgn0028690 -0.14 8.8E-01 0.73 5.5E-04 -0.03 9.4E-01 -0.91 3.3E-05
Rpn6 FBgn0028689 -0.20 7.6E-01 0.85 4.1E-07 0.20 3.9E-01 -0.85 2.3E-06
RpS12 FBgn0260441 -0.09 9.9E-01 -0.31 8.1E-01 2.45 5.1E-04 2.67 3.9E-04
RpS14b FBgn0004404 0.04 1.0E+00 -0.16 9.0E-01 2.38 4.6E-04 2.59 3.5E-04
RpS15Ab FBgn0033555 0.01 1.0E+00 -0.47 2.2E-01 0.66 3.8E-02 1.15 3.0E-04
Rrp4 FBgn0034879 -0.33 9.4E-01 -0.80 3.9E-01 2.28 9.0E-04 2.75 1.6E-04
Rrp40 FBgn0260648 -0.33 9.3E-01 -0.97 2.3E-01 1.64 8.2E-03 2.28 4.5E-04
Rsf1 FBgn0011305 -0.58 6.0E-01 -0.42 4.0E-01 1.09 3.4E-03 0.94 2.2E-02
rtet FBgn0028468 -0.38 8.5E-01 -0.03 9.9E-01 2.20 6.8E-07 1.85 1.4E-04
rtv FBgn0261277 -0.09 9.9E-01 0.06 9.8E-01 3.12 7.3E-06 2.97 9.0E-05
Sans FBgn0033785 -0.97 4.9E-01 -0.40 6.4E-01 1.77 1.4E-03 1.20 5.7E-02
SC35 FBgn0265298 -0.20 9.7E-01 -0.25 8.4E-01 2.65 3.8E-05 2.70 1.0E-04
scb FBgn0003328 -0.65 2.0E-01 -0.93 2.1E-03 0.25 5.5E-01 0.53 1.2E-01
Sce FBgn0003330 -0.41 8.6E-01 -0.08 9.5E-01 2.03 1.4E-04 1.70 3.3E-03
Scgbeta FBgn0038042 -0.78 8.0E-01 -2.22 1.7E-02 1.99 1.8E-02 3.43 9.0E-05
SdhC FBgn0037873 -0.22 9.6E-01 0.05 9.8E-01 2.47 1.1E-04 2.20 1.5E-03
Sec13 FBgn0024509 -0.10 9.9E-01 -0.96 1.8E-01 1.11 7.0E-02 1.98 8.4E-04
SelG FBgn0030350 -0.25 9.6E-01 -0.30 8.1E-01 2.66 1.0E-04 2.71 2.5E-04
sesB FBgn0003360 -0.18 9.6E-01 -1.09 4.3E-02 0.79 1.3E-01 1.70 4.9E-04
Sgf11 FBgn0036804 -0.09 9.8E-01 -0.47 3.9E-01 1.16 4.1E-03 1.53 2.9E-04
Sgs7 FBgn0003377 -1.98 3.5E-01 -4.86 5.0E-07 -1.31 3.0E-01 1.58 2.0E-01
Sgs8 FBgn0003378 -1.67 5.6E-01 -3.78 2.9E-04 -0.11 9.7E-01 1.99 9.6E-02
Ski6 FBgn0032487 -0.23 9.6E-01 -0.15 9.0E-01 2.27 3.0E-04 2.19 1.1E-03
slif FBgn0037203 -0.55 8.5E-01 -1.47 7.7E-02 1.06 1.9E-01 1.98 7.6E-03
slv FBgn0025469 -0.65 4.4E-01 -0.51 2.7E-01 0.92 1.2E-02 0.78 5.4E-02
SmB FBgn0262601 -0.10 9.9E-01 -0.44 7.1E-01 3.15 7.9E-06 3.49 4.3E-06
SmD2 FBgn0261789 -0.30 9.2E-01 -0.25 7.8E-01 1.76 4.6E-04 1.71 1.6E-03
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F3IN vs. S3IN F3IN vs. FWPP S3IN vs. SWPP FWPP vs. SWPP
sym FBgn Δlog2 padj Δlog2 padj Δlog2 padj Δlog2 padj
SmF FBgn0000426 -0.36 8.4E-01 -0.54 3.5E-01 1.17 8.1E-03 1.35 3.4E-03
Smyd5 FBgn0038869 0.37 8.8E-01 -1.06 1.1E-01 0.97 1.0E-01 2.39 2.4E-05
sol FBgn0003464 -1.17 7.7E-03 -1.66 4.2E-07 0.04 9.6E-01 0.53 2.1E-01
Spase22-23 FBgn0039172 -0.39 7.0E-01 -0.95 1.3E-03 0.15 7.7E-01 0.71 2.4E-02
Spc25 FBgn0087021 -0.86 3.8E-01 -0.57 3.4E-01 1.51 7.4E-04 1.22 1.3E-02
spi FBgn0005672 -0.93 2.5E-02 -1.81 9.6E-11 -0.19 7.0E-01 0.68 4.6E-02
SREBP FBgn0261283 0.49 5.6E-01 0.24 5.9E-01 -0.97 1.3E-03 -0.72 3.4E-02
Srp19 FBgn0015298 -0.56 5.2E-01 -0.54 2.1E-01 0.78 2.5E-02 0.76 4.4E-02
Ssk FBgn0036945 -1.14 3.4E-01 -0.39 6.6E-01 1.72 2.8E-03 0.97 1.5E-01
sta FBgn0003517 -0.02 1.0E+00 -0.38 7.7E-01 2.47 7.8E-04 2.83 2.9E-04
sun FBgn0014391 -0.26 9.6E-01 -0.10 9.5E-01 2.63 4.2E-05 2.47 3.8E-04
sut2 FBgn0028562 -0.23 9.7E-01 -2.07 2.6E-02 1.61 5.5E-02 3.44 5.6E-05
Syx16 FBgn0031106 -0.33 9.5E-01 0.16 9.1E-01 3.60 7.6E-07 3.11 1.0E-04
Syx8 FBgn0036643 -0.34 9.2E-01 -0.30 7.6E-01 1.84 1.5E-03 1.80 3.5E-03
T-cp1 FBgn0003676 -0.21 9.6E-01 -0.39 6.6E-01 2.11 2.2E-04 2.29 1.8E-04
Tace FBgn0039734 -0.40 9.5E-01 -1.22 3.0E-01 2.05 2.7E-02 2.87 2.3E-03
tap FBgn0015550 -1.10 7.8E-01 -3.00 6.6E-03 0.51 7.8E-01 2.41 3.6E-02
tko FBgn0003714 -0.28 9.1E-01 -0.13 8.7E-01 1.61 4.6E-04 1.46 3.1E-03
toe FBgn0036285 -2.12 8.9E-02 -2.32 8.9E-03 1.01 3.3E-01 1.21 2.4E-01
Tom FBgn0026320 -0.64 8.0E-01 -0.63 5.1E-01 1.91 5.7E-03 1.90 9.8E-03
Tsp26A FBgn0031760 -0.71 1.2E-01 -0.32 4.0E-01 0.77 8.7E-03 0.38 2.9E-01
Tsp2A FBgn0024361 -0.88 5.2E-01 -0.38 6.3E-01 1.62 2.1E-03 1.12 6.1E-02
Tsp42Ea FBgn0029508 -0.99 5.8E-01 -0.24 8.3E-01 2.34 1.1E-04 1.60 1.9E-02
Tspo FBgn0031263 0.38 9.2E-01 -0.57 5.5E-01 1.95 3.4E-03 2.90 2.9E-05
TwdlG FBgn0037225 0.01 1.0E+00 0.87 4.5E-01 -2.12 3.0E-02 -2.98 2.2E-03
Uhg4 FBgn0083124 -0.53 8.0E-01 -0.75 3.1E-01 1.59 4.9E-03 1.81 2.3E-03
Updo FBgn0033428 -0.19 9.7E-01 -0.13 9.3E-01 2.70 7.0E-05 2.65 2.9E-04
UQCR-6.4 FBgn0034245 -0.18 9.6E-01 -0.10 9.3E-01 1.86 4.9E-04 1.78 1.8E-03
Usp14 FBgn0032216 -0.04 9.8E-01 0.73 1.2E-03 -0.06 8.9E-01 -0.83 2.9E-04
Vha36-1 FBgn0022097 -0.13 9.8E-01 -0.17 8.9E-01 2.55 7.1E-05 2.59 1.8E-04
Vmat FBgn0260964 -0.70 8.5E-01 -2.00 5.6E-02 1.28 2.1E-01 2.58 6.7E-03
Vps45 FBgn0261049 -0.03 1.0E+00 -0.09 9.3E-01 1.83 9.8E-05 1.89 1.9E-04
wbl FBgn0004003 -0.48 8.8E-01 -0.05 9.9E-01 2.54 2.0E-04 2.11 4.4E-03
WDR79 FBgn0031782 0.09 9.9E-01 -0.29 8.2E-01 2.59 1.6E-04 2.96 5.7E-05
wuho FBgn0029857 -0.11 9.9E-01 -0.17 8.9E-01 2.76 2.5E-05 2.83 6.4E-05
x16 FBgn0028554 -0.35 8.0E-01 -0.63 1.7E-01 0.94 1.2E-02 1.22 1.5E-03
Xrp1 FBgn0261113 0.41 7.7E-01 0.89 4.0E-02 -0.64 1.4E-01 -1.11 5.7E-03
yellow-e2 FBgn0038151 -0.48 9.2E-01 -0.98 3.7E-01 2.14 9.3E-03 2.64 2.3E-03
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